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Ala Trp Lys Mot I .c-u Ciy Leu Phe Arg L\'s His Aj;n Lyy. Iltj Pro Arg 

S 00 50 5 5 1 J 

Scr Giu L^'U Lt^'j Asn Glu Leu Met Asp Ser Ala L'/s Val Ser As.n Ser 

5 515 520 525 

Pro .Ser Gin Ala lie Glu Val Val Glu Leu Ala Ser Ala Phe G^.ir Leu 
530 535 540 

10 Pro He Cys Glu Gly Lt-u Thr Gin Arg Val Met Ser Asp Phe Ala He 

545 550 555 560 

Asn Gin Glu Gin Lys Glu Ala Leu Ser Asn Leu ^'hr Ala Leu Thr Ser 

565 570 575 

Asp Ser Asp Thr Asp Sor Ser Ser Asp Ser Asp Ser Asp Thr Ser Glu 

580 585 590 



15 



20 



2S 



40 



Gly Lys 



(2) 1NF0P>1ATI0N FOR SEQ ID NO: 253; 



(i) SEQUENCE CHARACTERISTICS: 

(A) LE^^!GTH: 131 ammo acids 

(B) TYPE: ammo acid 
(D) TOPOLOS^^: linear 

30 (xi) SEQIJETJCE DESCRIPTION: SEQ ID NO: 253: 

Met Lys Leu A^n Leu Cys He Pro Asn Trp Ala Arg Cys Pro Leu Leu 
15 10 15 

35 Leu Leu Phe Pro Gin Leu Leu Pro Phe Gin Gly Glu Asp Asp Asp Pro 
20 25 30 

Leu Lys Ala Lys Ala Ala Asn Leu Val Glu Ala Val Pro Tr-p Gly He 
3 5 4 0 4 5 



Lys Ala Pro Ser Phe 'Gin Val Thr Cys Leu Val A.rg Val Gin Leu Gin 

5 0 5 5 o 0 



Ser Cyr, Thr o S^^r Arg Pro Ser Thr Leu Leu Ala Thr S'^r Gin St^v 

45 65 70 75 30 

Pro Gly Arg He Ser Cys lyr Ser Pro Leu Ser Mrs Leu Pro Pro Val 

85 90 95 

50 Thr Thr Ser He Gin Pro Ser Pro Val Met Val Pro Phe Gin Tyr Gin 

10 0 10 5 11 0 



60 
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(2) iriFGRMATION FOR SEQ ID NO : 2 54: 

i) SEQTJET^JCE CHAKACTERISTICS : 

(A) LENGTH; 21 amino acids 
5 (B) TYPE: amino acid 

(D) T0P0LO3Y: linear 
ixi) SEQUETICE DESCRIPTIOIJ: SEQ ID NO : 254: 

Met Arg Tyr His Ala Gin Leu lie Phe Cys lie Phe Cys Xaa Phe Val 
10 1 5 10 15 

Phe Val Xaa Lys Xaa 

20 

15 

(2) irJFC'RMATION FOR SEQ ID NO : 2 55: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH; 31 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRI PTIOr J : SEQ ID NO : 255: 

25 Met Asn Asp Asn Ser Pro Asn His Ser Ser Ser T^^'r Leu Pro Leu Pro 
15 10 15 

Leu ThLT lie Val lie Leu Gin Thr Gly His Lys Gly Thr Leu Xaa 
20 25 30 

30 



(2) INFORMATION FOR SEQ ID NO: 2 56: 

35 (1) SEQLTiaCE CHARACTERISTICS; 

(A) LENGTH: 219 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUETJCE DESCRIPTION: SEQ ID NO: 256: 



40 



55 



Met His Phe Leu Phe Arg Phe lie Val Phe Phe Tyr Leu Trp Gly Leu 
15 10 15 



Phe Thr Ala Gin Arg Gin Lys Lys Glu Glu Ser Thr Glu Glu Val Lys 
45 20 25 30 

lie Glu Val Leu His Arg Pro Glu Asn Cys Ser Lys Thr Ser Lys Lys 
35 40 45 

50 Gly Asp Leu Leu Asn Ala His Tyr Asp Gly Tyr Leu Ala Lys Asp Gly 
50 55 60 



Ser Lys Phe Tyr Cys Ser Arg Thr Gin Asn Glu Gly His Pro Lys Trp 
65 70 75 80 

Phe Val Leu Gly Val Gly Gin Val He Lys Gly Leu Asp He Ala Met 
85 90 95 



Thr Asp Met Cys Pro Gly Glu Lys Arg Lys Val Val He Pro Pro Ser 
60 100 105 110 
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Phe Ala Tv-r Gly Lys Glu Giy Tyr Ala Glu Gly Lys Ilo Pro Fro Asp 

115 120 12S 

5 Ala Thr Leu lie Phe Glu lie Glu Geu T^nr Ala Val Tnr I//g Gly Pro 

130 13S 140 

Arg Ser lie Glu Thr Phe Lys Gin rle Asp Mot .^jsp A::n Asp Arg Gin 

145 150 155 160 



10 



30 



35 



40 



45 



50 



Leu Ser Lys Ala Glu lie Asn Leu Tyr Leu Gin Arg Glu Phe Glu Lys 
165 170 175 



Asp Glu Lys Pro Aitj Asp Lys Ser Tyr Gin Asp Ala Val Leu Glu ,\sp 
^5 130 185 190 

lie Phe Lys Lys Asn Asp His Asp Gly Asp Gly Phe lie Ser Pro Lys 
195 200 20S 

20 Glu Tyr Asn Val Tyr Gin Hxs Asp Glu Leu Xaa 

210 215 



2:5 (2) I]vrFORM.2^TION FOR SEQ ID NO: 2 57; 

(i) SEQ-JENGE CHARACTERISTICS: 

(A) LETJGTH: 50 amino acids 

(B) TYPE: ammo acid 
(D) TOPOLCCY: Imeax 

{XI ) SB^UEMCE LESCRIPTION: SEQ ID NO: 257: 

Met Trp Val lie Arg Val Phe Gin Lys Thr Phe Leu Phe Phe Val Leu 
1 5 10 15 

Phe Trp Ser Val His Cys lie Ser Asp Lys Phe Gly Cys Leu Trp His 
20 25 30 

Val Cys Met Lys Arg (3lu Gly pj^p Xaa Asn Cys Leu Ser Phe Ser Xaa 
35 40 45 

Leu Xaa 
50 



(2) ILT-ORM^TIOrJ FOR SEQ ID : 25B: 

fi) SEQUENCE CHARACTERISTICS: 

{ A } LE^X^H : 12 2 am i no a s i ds 
(B) TYPE: ammo acid 
(D) TOPCLC<ri': linear 



60 
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Leu C\/s Asp Leu Pro Phe 3er Leu Pro Ser Phe Pro Gly Gin Ala Arg 

3 S -10 4 5 

Arg Gly Gly Ala Glu Lys Gin Gly Ala Glu Gly Arg Gly Leu Gin Val 

50 55 60 

Lys Pro Aj:q Gly Gin Axg Thr Phe Gin Val Ser Arg Thr Ala F^ro Ala 

65 70 75 30 

Ala Pro Arg Ser A^g Gin Pro Arg Pro Pro Ala Ala Leu Pro Ala Leu 

85 90 95 

Gly Phe Gly Gly Ai-g Gly Val Ala Lys Gly Arg Phe Leu Cys Phe Trp 

100 105 110 

Cys Leu Tyr Met Leu Ar^g lie Asp Gin Xaa 

115 120 



(2) IMFOKT-LATIOrJ FOR SEQ ID NO : 2 59: 

(i) SEQt.TEl^JCE GHAJ^CTERI ST I GS : 

■■A) LENGTH: 8 8 ariino acids 

;B} TYPE: ammo acid 

■D} TOpr}LCGY: linear 
(xi) SE:'UErJGE DESCRIPTirjN: SEQ ID NO: 259: 

Met Thr Ala Phe CVs Ser Leu Leu Leu Gin Ala Gin Ser Leu Leu Pro 
15 10 15 

Aarg Thr Met Ala Ala Pro Gin Asp Ser Leu Arg Pro Gly Glu Glu Asp 
2: 25 30 

Glu Gly Met Gin Leu Leu Gin Thr Lys Asp Ser Met Ala L^'S Gly Ala 
35 40 45 

A^rg Pro Gly Ala Xaa Arg Gly Arg Ala Arg Tr^' Gly Leu Ala Tyr Thr 
50 55 60 

Leu Leu His Asn Pro Thr Leu Gin Val Phe Arg Lys Thr Ala Leu Leu 
65 70 75 80 

Gly Ala Asn Gl>' Ala Gin Pro Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 260: 

(i) SEQ'IJENCE CIIARAGTERISTICS : 

(A) LENGTH: 26 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(XI) SEQUENCE DESCRIPTI'5N : SEQ ID NO: 260: 

Met lie Gin Val Ser Val Pro Leu Leu Thr lie Met lie Phe Leu Leu 
15 10 15 



L^yr Leu Gin lie Gly Pro Gly Lys Leu Xaa 
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{2) i:^JFORI-IATI0N FCR SEQ ID NO: 261; 

{ 1 ) SEfOUia^JC E ■ :H ARACTE R I ST I (2 S : 

(A) LFUGTH : 2 9 .unmo acids 
(3) Ti'I-E: amine- acid 
(D) TCt^2L02V : linear 

(XI) s f-:qi ;knce e k scp i ?t r c-n : seq : d no : 2 6 i : 

Met Leu Leu Ar>p E-ro Phe lie Leu L^?u Phe Oys Leu I'h.e Ser Thr A L:i 
1 5 10 15 

Ala Gin Ser Cys L,r-u (Jlu Prv.' lie 'lyr lie CUn Phe Xaa 
20 25 



(2) irJrTJPJ^^TlON FOR 2EQ ID NO: 2G2: 

{ 1 ) S EQ UEI-^rC E CHAPAOTE F T ST I C S : 

(A) LENGTH: 4 4 ammo acids 

(B) TYPE: amino acid 
(H) TC'PCLCGY : linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2 62: 

Met Lys Phe Leu Ser He Leu Leu Asp Asp Asn Asn Phe Xaa Leu Met 
1 5 10 15 



Leu Met, Leu Ala Pro Phe Zly Cys Leu Ala Phe Glu .Arg 

20 25 3C 

Met Arg Asn Gly Ala Leu Sly Lev: Cilu Glu Val Xad 

3 5 4 0 



(2) INFORI^JA.TION FOR SEQ ID NCu 263: 

(O! SEQUEINCE CrlARACTEP I STICS : 

(A) LEI:GTH : 3c ^ a.n:;ino acias 
■■; p. 1 T'l' PE : air. r. o acid 
iDi TOFOLCKIV: Linear 

'xi) ::ec;jf:nce descript:o:l sfo id ::■:)■. 2 63: 

Met Arq Thr I,eu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser Pro 
1 5 10 15 
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65 70 -5 HO 

Val Leu Gly ^Pyr Va 1 Thr Pro Trp Acn Ser His Gly Tv^' A::p Val Thr 

8 5 90 9 5 

5 

Lys Val Phe Gly Ser Lys Phe Thr Gin lie lier Pro Val Trp Leu Gin 

100 10 5 110 

Leu Lys Arg Arg Gly Arg Glu Met Phe Glu Val Thr Gly Leu His Asp 
10 115 120 125 

Val Asp Gin Gly Trp Met Arg Ala Val .Arg Lys His Ala Lys Gly Leu 
130 135 140 

15 His lie Val Pro Arg Leu Leu Phe C;lu Asp) Trp Thr Tyr Asp Asp Phe 
^^■^^ 150 155 IbO 



20 



35 



50 



Arg Asn Val Leu Asp Ser Glu Asp Glu lie Glu Glu Leu Ser L\'s Thr 

165 170 1'. 5 

Val Val Gin Val Ala Lys Asn Gin His Pne Asp Gly Phe Val V.-.1 Glu 

130 135 190 



Val Trp Asn Gin Leu Leu Ser Gin Lys A^g Val Thr Asp Gin L-u Gly 
25 195 200 205 

Met Phe Thr His Lys Glu Phe Glu Gin Leu Ala Pro Val Leu Asp Gly 

^10 215 220 

30 Phe Ser Leu Met Tlrr T\^r Asp 'IVr Ser Thr Ala His Gin Pre Gly Pro 

^25 230 235 24':- 



Asn Ala Pro Leu Ser Trp Val Arg Ala Gys Val Gin Val Leu Asp Pro 
245 250 2^5 

Lys Ser Lys Trp Arg Ser Lys He Leu Leu Gly Leu Asn Phe T:,'r Gly 

260 255 270 



Met Asp Tyr Ala Thar Ser Lys Asp Ala Arg Glu Pro Val Val Gly Ala 

40 275 280 235 

Arg Tyr He Gin Thr Leu Lys Asp His Arg Pro Arg Met Val Trp Asp 

290 295 300 

45 Ser Gin Xaa Ser Glu His Phe Phe Glu T>'r Lys Lys Ser Arg Ser Gly 

305 310 315 320 



A^g His Val Val Phe Tyr Pro Thr Leu Lys Ser Leu Gin Val Arg Leu 

325 330 335 

Glu Leu Ala Arg Glu Leu Gly Val Gly Val Ser He Trp Glu Leu Gly 
340 345 350 



Gin Gly Leu Asp Tyr Phe Tyr .Asp Leu Leu Xaa 
55 355 36C 



60 



(2) irsTFORMATION FOR SEQ ID NO: 2 64: 
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(i) SEQUETJCE CFiARACTERISTIC.o : 

(A) LETJGTH: i::3 air.mo acids 
( E ) T"i' PE : curr. mo ac i ^ I 
(0) T'OP^CLCVGY: linear 
5 { X i ) S EQUET JC E DE 3C R T I Oil : S EQ ID NO : 2 6 4 : 

L^'U Pro TYir Lys lie Leu Veil Lys L^ro Asp Ajcg Thr Phe Clu II --^ L.y:j 
5 10 v., 

10 rle c;iy Gin Pro Thr Val Ser 'ly.n: Phe Leu Lys Ala Ala Ala Gly lie 

2 0 2 5 3 0 

G"lu Lys Gly Ala Arg Zln Thr Gly Lys Giu Val Ala Gly Leu Val Thi 

40 4S 

15 

L-M Lys Hlsi Val Tyr Glu He Ala Ai He Lys Ala Gin Asp Glu A lei 

55 60 

L'he AL;i Leu Gin Asr^ 'Jn] Pro t.^^m Ser Ser Val Val Arg Scr 11^^ lie 
^0 -75 80 

G I \y :j e r A I a /'^a: g L e r L. e u Gly He A r: q Val Val Ly s As p L u S r S e r 

a 5 9 0 9 5 

25 Glu Glu Leu Ala Ala Phe Gin Lys Glu Arg Ala He Phe Leu Ala Ala 
100 105 110 



20 



30 



Gin Lys Glu Ala Asp Leu Ala Ala Gin Glu Glu Ala Ala Lys Lys Xaa 
i:5 120 125 



35 



40 



45 



50 



(2) irJFOPPlA.TICN E'2R 3EQ ID NO: 2 65: 

(IJ GEO0J?2:2E CliAKAGTEFIGTIGs : 

(A) LENGTH; 54 ammo acids 

(B) T^i'PE: ammo acid 
( L ) TC PCLCG'i' : line a r: 

'XI) SEQUENCE DESCRIT^ION: SEQ ID r:0 : 2 65: 

Mr-:: Leu L.-u Gin lie riis Pro [ : L-u Pr:: Ser Pro Thr He Fr li ls 

^ 5 10 H 

rie Leu Lou L-\j Pne Leu S",— Pro Thr" Phe Se: He Leu G.u His Ser 
20 25 ^0 

0\-s Ser I\'r Cys 11^ Glu 'Hr Leu T^r^-y Val Cys Leu Leu Phe ^Oys Leu 
3 5 40 4 5 

;0 T : . .1^ T:-r r-. > : i v 



60 



0-APO.S 
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(A) LENGTH: 29 amino acids 

(B) T"/PE : amino acid 
(U^) TOPOLOGY : linear 

( XI) S EQUEl J CE DE SO R I ?^ I OF J : SEQ ID NO : 265: 

Met Cys Leu Trp Oy:^ Oys Gly Asp Val Cys Ser Gly Leu Ger Ser Leu 
i 10 15 

Leu Ser Leu Cys Val Cys Cys Val \'al Leu Ala Val Cys 
20 25 



(2) INFORMATION FOR SKQ ID NO: 2 6-7: 

fi) 3EQ■JE^:CE OL'lRACTERISTICS : 

(A) LENGTH: 2€> amino acids 

(B) TiPE: ammo acid 
(D) TOP0LO2Y. linear 

(XI) SEQLTET JOE DE SC R I E>T I ON S EQ ID NO : 267: 

Glu Gly Leu Arq Leu Leu Leu Ser l.rju Pro Ala Ala Levi Pro .Arg Ser 
i 5 10 15 

Cys Cys His Pro Arq Trc Le^u Pro Val Xaa 
2 0 2S 



(2) IMFORHATIOr] FOR SEQ ID NO: 268: 

{ 1 ) SEQUEiaCE CR-J^\CTERISTICS : 

(A) LENGTH: 221 amino acids 

(B) T\-FE: cim.mo acii 
( D ) TOPI'LCGY : 1 1 near 

(XI) SEQUEiaCE DESCRIPTION: SEQ ID NO; 268: 

Met Phe His Gly He Pro Ala Thr Pro Gly He Gly Ala Pro Gly Asn 
15 10 15 

Lys Pro Glu Leu T^cr Glu Glu Val Lys Leu Tyr Lys Asn Ala Ajrg Glu 
20 25 30 

Arg Glu Lys T^^r Asp Asn Met Ala Glu Leu Phe Ala Val Val Lys Thr 
35 40 45 

Met Gin Ala Leu Glu Lys Ala T:y'r He Lys Asp Cys Val Ser Pro Ser 
50 55 60 

Glu T^^^r Thr Ala Ala Cys Ser Arg Leu Leu Val Gin Tyr Lys Ala Ala 
65 70 75 80 

Phe Arg Gin Val Gin Gly Ser Glu He Ser Ser He Asp Glu Phe Cys 
85 90 95 

Ajrg Lys Phe Aorg Leu Asp Cys Pro Leu Ala Met Glu Arg He Lys Glu 
100 105 110 

Asp Arg Pro He Thr He Lys A^p Asp Lys Gly Asn Leu Asn Arg Cys 
115 120 125 
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He A 1 £i As p V a i V a I S e r Lou P h e He Tn r d i Met As p I . V:^ Leu A.r y 

1 .3 0 1 3 5 110 

Leu GLj He Ara Ala Met As.p Glu He Gin Pro Asp Lei: Aj^j Glu L' a: 

145 1^0 155 iGO 

Me t G 1 u T h r Met His Ar q Me t 3 e r ?i i s Leu Pro P r Ajg p P: i e G 1 u 'G ]_ ■/ 

165 170 175 

Arn Gin Thr Val Ser Gin Trp Leu Gin Thr Leu Ger Gl\' Met Ger Ala 

180 185 190 

Ger Asp Glu L--u Asp Asp G^-r Gin Val .Arq Gin Met Leu Ph-j .Asp Leu 

15 195 200 205 

;;lu G-r Ala 'L/r Asn Ala Phe Asn Aurg Phe Leu His Ala 

2 1 u 215 2 2 0 



10 



20 



45 



50 



(2) IMl-ORMATIGrJ ^GR GLQ ID NO: 269: 



(i) ge2^l:e::gl ciiar-\cteristics : 

25 (A) LENGTH; 3 amino acids 

(p.^ T"^?E : amino acid 
{ D ] TCP'Z'LQGY : 1 mear 
( :■: 1 ) S EQLrEI- jG E DE SG R I P^P I CN : S EQ ID NO : 2 6 9: 

30 Met Ly:: X^,, 

1 



32) (2) INl-^ORMATIGr: FOR 5EQ ID NO: 270: 

(1) GE^GErJGE OHARAGTERI ST IGG : 

( ) LENGTH : 4 9 ami no aci 'ds 

i B ) "Gi'PE ; ammo acid 
40 (D) TOP-OLCCY: linear 

( >: I ) G EQUE^:C E G E SG R I PTI ON : S EQ ID MO : 2"^ 0 : 

Met Gin Aln Pro Phe Xaa His Phe Ser Phe Arg Met Phe G-r Asn Leu 

15 10 15 



2 0 2 5 30 

His Gys He L^-u Pro Xaa His Hi 3 His Val Phe Leu Leu Leu Ala Val 
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(B) TYPE: aiv.ino acid 
( D ) TO PC L03Y : 1 1 near 
i X 1 ) S EQUFJ^JCE E E S C R I PT I Cr J S I D r jO : 27 1: 

5 Met Lys Leu Val Thir Mec Phe Asp Lys Leu Ser Arg .^n .-^g Val lit 
1 5 10 15 



10 



20 



40 



45 



50 



Gin Pro Met Gly Met Ser Pro Arg Gly His Leu Thr Ser Leu Gin Asp 

20 , 25 30 

Ala Met Cys Glu Thr Met Glu Gin Gin Leu Ser Ser Asp Pro .\sp Ser 

35 40 45 



Asp Pro /vsp Xaa 
15 50 



(2) IITFOPMATICrj FC'R SE'j ID NO: 272: 



(1) SEQUENCE CHAR^CTERISTUrS : 

(A) LENGTH: 3 2 ajnmD acids 
^B) TYPE: amino acid 
(D) TOPOLOGY: linear 
25 (xi) SEOIJETjCE DESCRIPTION: SEQ ID NO: 272: 

Met Ala Val Gl\^ Glu Ai ^ Val Phe Val Pro Leu Gin His Pro Pro Leu 
15 10 15 

30 Leu His (Uy Ser Pro lie Pro Lys Leu Leu Pro Gly Pro Leu Leu Xaa 
2 i ) 2 5 3 0 



35 



(2) IMEOFKATION FC'R SEQ ID NO: 273: 

( 1 ) SEQIJE2^JCE CHARACTERISTICS : 

(A) LENGTH: 57 ammo acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

{xi) SEQLT2JCE DESCRIPTION: SEQ ID NO: 273: 

Met Asn Gly Oys His Arg Arg Lys Arg Leu His Leu Cys Lys Thr lie 
15 10 15 

Tyr Leu Leu Trp Phe Val Phe Ser Phe Leu Leu Ser Asn Glu Val Val 
20 25 30 

Ser Ser His Trp His lie Leu Arg Ala Val Gin He He Oys Thr Leu 
35 40 45 



55 Phe His Arg Xaa He Ser Ala Phe Xaa 
50 55 



60 (2) INFORMATION FOR SEQ ID NO : 274: 
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35 



45 



50 



(■ ) SEQUET^jCE characteristics ; 

( A ) L ETJGT :i : 2 2 <X[nino a c i d-^ 

(B) T'i'PE: amino acid 
( ) TO POLC^:; Y : linear 

(XI) SEQUETJCE DESCRI IT^IOrJ : SEQ ID MfJ : 1:74-. 

MeL Gly Trp Va 1 Sor Ser Pro Hm Val Lys Arg Ar -j C Pi '2','r, Va.I Leu 
15 10 IS 

Eys Pys Pro Ph'-j' Piie Xaa 

20 



15 

(2) Tr:FCKMATT(.I^l FOR SFQ ID NO: 27 5: 

(i) OEOUFiICK CMAR-^CTERICTICS : 

20 { B ) Ti PE : am i r lo acid 

( D) TOP^OLCKJY : 1 inear 
(XI) CEQIJENCK DESCRIPTION: SEQ ID NO: 2'?'j: 

Met Phe Agh Phe Pht^ Lvs Asn Pro Leu Leu Thr Cyi: Leu Phe lie Ser 
25 1 5 10 15 

Cys IV r Leu 'lyr Scr Leu Leu Val Asn Lys Val Leu Phe Ai.\ Glu 

7 0 2 5 3 0 

30 Glu Gly Leu Cys Cys Thr T^yr Cys Thir Thr Ser Asu Thr G P/ Glu Gly 
5 5 4 0 4 5 



Sly Val Xaa 

50 



(2) I^JFOFPL^TION FOR SF,Q ID NO: 27 6: 

40 (i) 5 EQUEI-JCE CHARACTERISTICS: 

(A) Li:rsIGTH: 2 ammo acids 
( P t T'i' PE : ami : i o acid 
( 2. ) TO P(DL0>GV : 1 1 near 



Mec >P..i 



( 2 ) I r TEC F.'-IAT 1 0 r J FOR 0 EQ ID TPO ; 2 ' 
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Thar Arg Thr Thr Gly lie Ito I>ys Asr: Ala Pro Giy Pro Ala Pro Leu 
20 25 30 

^ Cys Ala Fro Arg 5«r Pro Arg L.eu Phe L-^i.i Gin Xaa T^tt Ajrg Gly Pro 

A£.-n Gly Arg Pro Ala His Pro Phe Lou Gly l-'ro Ser Aop Leu Asp Thr 

50 S5 60 

10 

Ser Xaa 
6 5 



20 



15 

(1) IrTr'GF-'i■l^TIG^^) FOR SKQ ID NO: 27 8: 

(1) G FQUENCE Cf iARACTER I GT I C G : 

(A) LENGTH: 2 57 .iraino acids 
(?) l^'PE: amino acid 
( C ) TC-POLOGY : 1 inear 
(Mi ) GEQL'EGJCE DESCRIPTION: SEQ ID NO: 278 : 

Met: Leu Gly Ala Lys Pro His Tr^» Leu Pro Gly Pro Lt-u His Ser Pro 
25 1 S 10 15 

Gly Le\i Pro Lou Val Leu Val Leu Leu Ala Leu Gly Ala Gly Trp Ala 
20 25 ,30 

30 Gin Glu Gly Ser Glu Pro Val Leu Leu Glu Giy Glu Cys Leu Vai Val 
3- 40 45 



G\'S Glu Pro Gly A^g Ala Ala Ala Gly Gly Pro Gly Gl^' Ala Ala Leu 

^0 5 5 6 0 

Gly Glu Ala Pro Pro Gly Arg Val Ala Phe Xaa Aid Val Arg Ser Mrs 
&5 70 ~ 75 80 

His His Glu Pro Ala Gly Glu Thr Gly .Asn Gly Thr Ser Gly Ala lie 
85 90 95 

Tyr Phe .Asp Gin Val Leu Val Asn Glu Gly Gly Gly Phe Asp Arg Ala 
100 105 110 

45 Ser i3ly Ser Phe Val Ala Pro Val Arg Gly Val T>— Ser Phe Arg Phe 
115 120 125 



35 



40 



His Val Val Lys Val Tyr Asn Ajrg Gin Thr Val Gin Val Ser Leu Met 

130 135 140 

Leu Asn Thr Trp Pro Val He Ser Ala Phe Ala Asn A^p Pro Asp Val 

145 150 155 160 

Thjr .Arg Glu Ala Ala Thr Ser Ser Val Leu Leu Pro Leu Asp Pro Gly 

165 170 175 

-Asp Arg Vai Ser Leu Arg Leu Arg Arg Gly Xaa Ser Thr Gly Trp Leu 

180 185 190 

60 Glu rle Leu Lys Phe Leu Trp Leu Pro His Leu Pro Sor Leu Lys Asp 



50 



55 
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15 



1 1 



In Pro P-^ii Thr Thr 



; 3 S 



a 3--r Leu Trp 



10 



■;ln Pro Val 
2 SO 



rhr Gin V.il 
255 



20 



(2) z::Fr.?M\ 
(.1) 



ICN 7C^^ ZHZ ZD y^: : 279 : 

2:e;^:ce 2I3Cr:?ti2N: 5p:q id no: 27 9: 



,D Mot .--Aa 



Pro 2:-/ Ser Ala Val Leu Ala Ala AL^ Val 
10 IS 



50 



E?u Val Ala rTO Ai:d Asn Gl\ 



2ir Giu Thr Thr Pro i^-^r Pro Ser 



j2> 



]lu Tyr lie Ala T-^/r Ala L-c-u Val 

6 0 



40 



PrD -/al 



ia .-.aa l.\ 



he Gly Val Leu lie Xaa Pro Xaa 

S HO 



2-r^ Cys Thr Thr Glu Ala Glu Gin Asp 



45 



50 



.iTT^mo ac I 'A- 
■ acid 
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10 



15 



10 



30 



40 



45 



50 



Xaa 



i2) IMFOF^'IATION FOR SEQ ID NO : 2 81: 

(i) SE'^JENCE CHARACTERISTICS: 

(A) LETnIGTH: 4 3 amino acids 

(B) TYPE: ammo acid 
(D) TOPOLOGY: linear 

(XI ) SEQUENCE rESCRIPTICN: SEQ ID MO: 281: 

Met Val heu Gly Leu Leu Leu Leu Leu Xaa Phe Phe Ser Phe Ser Ser 
i 5 10 15 

Ser Pro Ser Pro Ser Ser Ser Leu Leu Leu Leu Ser Ser Phe Phe Phe 
^^0 25 30 

Gin Ser Leu Ala Leu Ser Pro Arg Leu Glu Xaa 
35 40 



(2) IMF0PJ4ATICM FC^R SEQ ID NO: 2 82: 

( 1 ) SE-::)1.TENCE CHARACTERISTICS : 

(A) LEIJGTH: 21 ammo acids 

(B) TYPE: amxno acid 
(D) TOPOLOGY: linear 

(xi) SEQUETICE EESCRIPTION: SEQ ID NO : 282: 



Glu Tr-p Leu Val Phe Thr Phe Leu Leu Val Phe Gly Ser Pro Leu Gly 
35 15 10 15 



L^^s Gly Pro Leu X^a 
20 



(2) INFORMATION FOR SEQ ID NO : 2 83: 

(i) SEQUENCE CRARACTERISTICS: 

(A) LETJGTH: 70 amino acids 

(B) TYPE: amino acid 
(D) TOPC-'LOGY': linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 283: 

Met lie Arg Ala Leu Ser Leu Phe Leu Leu lie Phe Asp Ala Ala Leu 
15 10 15 

Phe Ser Leu Ser Val Phe Val Phe lie Gly His Leu Leu Pro Met Pro 
20 25 30 

Lys Gly Thr Gly Leu His Ser Cys Ala Lys His Leu lie Lys Ser Leu 
35 40 45 



Lys Glu Asn Val Leu Pro Leu Met Asn Tyr Pro Asp Cys Lys Leu Lys 
60 50 55 60 
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31 



20 



45 



50 



He A^n He Sor Pro Xaa 
GS 70 



{::) irn^'CRMATICN FOK SKQ id liC>: 



( 1 ) S rJQ'UET JCE C} l^S^'J\CTEK I ST ICS: 
10 (A) LET^JGTH: 7 5 diTLino acidr. 

( B ) Tx' I' K ; ain i ri o a c i ci 

( P ) ' I TO r .CG Y -. 1 .1 e a r 
txi. ) SEC'L^INCE LEf^'^'RIin^ION : SKO Tj^") : 234: 

15 Met. Clj- L\^s L.evi Tie Arc; I..--u ::^er Va 1 Met Va 1 Met :-;-^r Va 1 Arg Arg 
L e^: 10 IS ~ 

Leu The ::::er lie 'IVr Trp Val Leu S-r Thr Val Pro A^p Ala Val Giy 

2 0 2 5 3 0 



Ser Arg Gly C ly Met Gla Glu Glu Cyr: Ger Arg Giy L.-l: G\'S Cys Val 
3 5 40 4 5 



Aia Gly Gin His Lys Gin Ala Lys Gly Lys Arg Gin Ala Trp A^.n Lys 

25 5 0 5 5 5 0 

Gly Gly Glu T^>^r Gin Gys Val Thr Tyr Gys Xaa 

65 70 75 



(2) IMT'ORI^TIOtJ FGR GEQ TD NO: 285- 

( 1 ) G EQE'ETIG E G 11AF.AGTER 1 5T I C S : 
35 (A) LE^JGTH: 3 3 aii^ano acids 

(3) 'Pi'PE: .ammo acid 

(D) TOPCLCGV: linear 
( X i ) 3 EQU K: E DE eg R 1 PTI Cr J ; SKQ ID I iO : 2 8 5: 

40 Met Pro Ala Leu Val Thr Leu Leu Leu Leu Phe Pro Leu Leu Pro Leu 

1 5 10 17 

Met Glu Ala Ger Gys s Val Met Arg C:y3 Pro Met Glu Arg Pro Thr 

2 0 2 5 3 0 



(2) ir:EOR:-1ATIGN FG^E EEO IE :jo,; 255: 



60 
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514 



Xaa 



(2) IMFOFllATICN FOR 3EQ ID NO: 2 87: 

(i) SEQTJETJCE CHARACTERISTICS: 
10 (A) Lrl^GTH: 17 ammo acids 

(B.) TYPE: amino acid 

( D ) T^l'Pi-'LCC^i' : 1 1 nea r 
(xi) SEQUF::r]CE DESCRIPTIOrJ: SEQ ID NO; 287: 

15 Met Gin Gin Lys Gin ly/s Lys Al<i Asn Glu Lys Lys Glu Glu Pro Lys 
15 10 15 



Xaa 



20 



(2) INFOFMATION FOR SEQ ID NO: 2 83: 

25 (i) SEgUETICE CliARACTERISTICS : 

(A) Lr:rJGTH: 38 ammo acids 
(B.) T^tPE: anmo acid 
iD) T^jPSLIG^': linear 
(xi) SEOLTINCE DESCRIPTIOri: SEQ ID NO: 283: 



30 



40 



Met Gin Arg Lys Val Ser Asp Phe lie lie His Gin Arg Leu Thr Val 
15 10 15 



Asn Leu Cys Val He Ser Phe Phe Phe Phe Leu Pro He Cys He PhE 
35 20 25 30 



Ser Leu Ala Lys Lys Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 2 89: 

(i) SEQUETJCE CHARACTERISTICS: 
45 (A) LENGTH: 12 amino acids 

(B) T*xPE: amino acid 

(D) TiCPC'LZGY: linear 
(xi) SEQUEl^ICE DESCRIPTION: SEQ ID NO: 289: 

50 Met Ala Leu Leu lie Ser Ser Leu He Trp Ser Xaa 
15 10 



55 (2) INFOFHATIOIsI FCR SEQ ID NO: 2 90: 



60 



(i) SEQUETJCE CHARACTERISTICS: 

(A) LEI^GTH: 3 5 ammo acids 

(B) T"i^PE: amino acid 
( D ) TOPC'LCOT : 1 mear 
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10 



15 



30 



40 



(XI } J-ftlQUmCE CESCP.Tl^ION: SKQ Ii: NO: 290: 

Met Gin Mot ?he 'r^;r \'a 1 Ser Loi: Leu Leu S-r L-u L-u L-^-u Arg 
1 10 IS 

Thr A:;p Gin A::n His Leu Glu L-u Leu Vai Glv Arg Glu Asp His 'IV 

Giy Gly Xaa 

3 S 



C:) ir:FOFMATICN FOR GEQ TL' iJO : 291: 



11) 0 LQL^ JC E ::R^Ar TE R I ST ICC: 

(A) LEMCTH: 15 ainino acids 

(B) r/PE: am no acid 

( D ) TO P^Z'U:)G\' : linear 

20 { X i ) Er>uEN< : e de sc f. i pti ou : g eo i d no . 2 9 1 : 

Met Ser Glu Ser Ala Oys lie Leu A:;n Asn Gin Lys GLu L-u Xaa 

1 5 10 IS 

25 

(2) IMFOFi-lATION FOR GEQ IL: NO: 2 92: 

( 1) S EQL":Er:CE OHAl^iO'TER I ST 10 3 : 

(A) LENGTII: 4 4 aininD acids 
■;b) T\'PE: ara.mo acii 
(D) TOPOLiOCriO linear 
(xi) Gi:0''GErjOE CEGGf-T PTION : SEQ IL' NO: 292: 

35 Met -Asp Leu Asp Arg Vai Lys Ala Glu Ala Thr Glu ^\sp He Tiu: Ser 
1 5 10 15 



Giy V^l Leu Oys Leu Le^: Phe Leu A::a Leu Pre Prj Asn Ser Oys He 
20 25 30 

Phe Pro Ser Ala Vai Lej Giy Ser T^ir Ajrg Thr Xaa 

3 5 4 0 



45 

(2) iriFOlOIATION PC'R SK:) ID NO: 293: 

;i) SEQLrE::OE OUAiV^rTERISTIZS : 

(A) LETJGTH: 13b ammo acids 
50 (B) T-i'PE: ammo acid 

( O ) TOl>0^L.:x:r:' : 1 i near 

^x^J GE;):.JE:J0E LE:^~0K1ITI0N : SEQ II* N.,'. 29j 



60 
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5 1 6 



3S 40 45 

Phe 3er Leu Thr Ala Phe Ago Asn Leu Glu Asn Leu Val Phe Gly Lys 

SO 55 60 

^ 

Gly Phe Gin Ala Lys lie Phe Pro Glu lie Leu Leu Gys Leu Leu Leu 

65 70 7S 80 

Ala Leu Phe Ala Ser Gly Leu lie His Arg Val Cys Val Thr Thr Cys 
10 85 90 95 

Phe lie Phe Ser Met Val Gly Leu Tyr Tyr lie Asn Lys He Ser Ser 
1'::'0 105 110 

15 Thr Leu Tyr Gin Ala Ala Ala Pro Val Leu Thr Pro Ala Lys Val Thr 
115 120 125 



20 



Gly Lys Ser Ly:^ Lys .Arg Asn Xaa 
130 135 



25 



30 



35 



(2) IMFORMATICjI] FOR 3EQ ID NO: 2 94: 

(i) SEQ^JENCE CHARACTERISTICS: 

(A) LET^JGTH: 34 amino acids 

(B) T^i'PE: ammo acid 
(D) TCPCLOGY: linear 

(xi) SEQUETjCE DESCRIPTION: SEQ ID NO: 294: 

Met Phe He Phe Leu Phe Leu Cys Val Leu Ser Arg Lys He Gin Glu 
15 10 15 

Glu Tyr 'Tv-r Arg Leu Phe Lys Asn Val Pro Cys C\'s Phe Gly Cys Leu 
20 25 30 

Arg Xaa 



40 



(2) INFORT-lATICiN FOR SEQ ID NO : 295: 

(i) SEQTJENCE CHARACTERISTICS: 

(A) LENGTH: 137 amino acids 

(B) TYPE: amino acid 
(D) TOPCLOGV^ linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 295: 

Met Arg Thr Pro Gly Pro Leu Pro Val Leu Leu Leu Leu Leu Ala Gly 
1 5 10 15 

Ala Pro Ala Ala Arg Pro Thr Pro Pro Thr Cys T^^tt Ser Arg Met Arg 
20 25 30 

Ala Leu Ser Gin Glu He Thr Arg Asp Phe Asn Leu Leu Gin Val Ser 
35 40 45 

Glu Pro Ser Glu Pro Cys Val Arg Tyr Leu Pro Arg Leu Tyr Leu Aso 
60 50 55 60 



45 



50 



55 
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10 



20 



35 



40 



He }ii3 Asn T\t: Cys '.'al Leu 7~.zp L^-s Leu Arg A:-:p Pho Vi\l Ala Ser 

6 S 7 0 7 3 80 

Pro Pre; Cy3 Trp Lys Val Aia Gin Va I Asp Ser L-fU Lys Asp Lys Ala 

H^^ 90 9S 

T^jrg Ly-. Leu 'IV 'ri'^c" I i-^"- Met Asn Ser Phe '7ys .^^g Arg A.sp Leu Val 

100 ICS 110 

Phe Leu Leu Asi) Asp Cys Asn Aia Levi Glu T^tt Pro lie Pro Val Thr 

lis 120 I2b 



Thr Val Leu Pre* Asp Arq Gin .Arg Xaa 
15 13C 13S 



(2) I^vT■'ORMATT^)n for SFQ id MO: 296: 



{ 1 ) SEQL^ExNGE CHARACTERISTICS : 

(A) LETsIGTH: 5 8 air.mo acids 

(B) T'/PE: amino acid 
(D) TOPOLOGY : linear 

25 (xi) SE^LTEiNCE DESCRIPTION: SEQ ID IIO : 296: 

Met Trp Leu Leu Lys Pro Ser Ala His Ser Pro Val His Xaa Leu Val 
IS 10 IS 

30 Leu Leu Phe Pr : .\rg Glv' Trp Ser Gin Pro Gly Thr His Lys .Arg Gin 
2 ■:• 2 5 3 0 

He Leu Val Asn Xaa Ala Ser Leu Pro Gly Gly Cys Leu Leu Pro Trp 
35 40 45 



He Trp Ser Gly Aia Aia Leu Arg Phe Xaa 

5 0 5 5 



{2) ir-JFGPJ^'^\TIOM FOR SEQ lO UO : 297: 



■ 1 ) SEr I JET JCE C I lAR^^CTER I ST IC S : 

(A) LE::gT::: 3S amino acids 
45 (3) T'l'PE: aiTimo acid 

^ D ) TO PC'! OXTi ; 1 1 near 
(XI) SE(2lIEi;CE DESCRIPTICM: SEQ ID NO: 297: 

Met Ser Arg A^'j Ala Glu Ala Ser lie Phe Val L,eu Pro Lys Thr Leu 
50 1 5 10 15 

Leu Phe Val Leu Phe Pro Alo Phe Pro Ser Pro P\la 77il Gly CVs Pr^^ 
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518 



10 



( i ) SEQUENCE CFIAP^ACTEF.ISTICS : 

(AJ LETJCT?!: 78 ammo acids 

(B) TYP^: ammo acid 

(D) TOPC'LOGY: linear 
txi) SE;'UE:]CE DESCRIP^riON: SEQ ID NO: 298: 

Ser Cys T\nt: lie Thr Pro Trp Ser L\'S lie Gin 3er Phe .Ser Leu Ser 
15 10 15 

Leu Phe Gin Phe lie Leu Gin Glu Val Asn lie Thr Leu Pro Glu Asn 
::() 15 30 



Ser Val Trp T^/r Glu Arg T^-t Lys Phe Asp lie Pro Val Phe His Leu 

15 3S 40 45 

Acn Gly Gin Phe Leu Met Met His Arg Val Asn Thr Ser Lys Leu Gl'u 

50 55 60 

20 Lys Gin Leu L^ni Lys Leu Glu Gin Gin Ser Thr (^ly Xaa Xaa 

65 70 75 



25 (2 J INFORMATIOn FOR SEQ ID NO: 299: 



30 



35 



(i) SEQTJKI-JCE CHARACTERISTICS: 

(A) LENGTH: 95 ammo acids 

(B) T\'PE: ammo acid 
(O) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 299; 

Met Phe Val Leu Phe Ser Leu Pro Lys Tyr Ala Gly Leu Arg Leu Pro 
15 10 15 

lie Pro Gly Leu Ser Ala Leu Leu Val Phe Leu Leu Ser Leu Phe Ser 
20 25 30 



Arg Arg Ala Gin Val Glu Leu Thr Thr Gly Arg Glu Thr Leu Pro Lys 

40 35 40 45 

Asn Leu Gin Gly Tyr Phe Pro Glu Phe Gly Phe Gin Val Gin Asn Phe 

50 55 60 

45 Leu Ser Cys Lys lie Tyr Ala Ala Ser Gin Lys Gin Pro Leu Pro Pro 

65 70 75 80 



50 



Leu T\^r Gin Leu Arg Phe Tyr Leu Lys His Met Gly Leu Pro Xaa 
85 90 95 



(2) INFORMATION FOR SEQ ID NO: 300: 

55 (i) SEQb^CE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 00: 

60 
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MeC Ser- Ser His Trp Thr Leu Ia'S 
1 5 

Lou Sor Le\i Glu Phe Pro :7er Gly 
20 

Leu Gly IV- His The Ser Ser Arg 

3 5 4 0 



He Leu Leu V.-i I Pro Leu Phe IV r 
10 IS 

Plie Val Leu C\'s Leu Ala Asn Asp 

2 5 JO 

Val Arg Ser Xaa 



(1) SEOtJQJCE CliARACTERISTICS : 

(A) LFJ^JGTH: 31 cimm-j acids 

fB) T'/PL: amiao acid 

(D) TOPG'LCGY: linear 
(XI ) SE<^>Uri]CE DESCRIPTION: SEQ ID NO: 301: 

M^L Leu Val Val A-n lie Asn Leu Val Phe Leu Leu Phe Phe lie Phe 

15 10 15 

Leu C\-s T^/T Leu .\rp Ala Oys He Asm Val Phe Oys Phe Tv^r Xaa 
20 25 30 



(2) INFOPJ'L^TION FC'R SEQ ID NO: 3 02: 

(1) SEQ'JETJCE ClIARACTERISTICS : 

(A) LENGTH: 113 .amino acids 

(B) T^i'PE: amino acid 
(HO TOP-OLOGY : linear 

{XI ) SEQ'JENCE DESCRIPTION: SEQ ID NO: 302: 

Met Pro Val Leu Pi o Gly Arg Thr Thr Ala Leu Leu Ser Leu Thr Leu 
1 5 10 15 

Ala Phe Ala Val Pro Cys Ser Gly Val Glu Ala Gly Pro (2ys Val Pro 
20 25 30 

Arg Ser His Gly G\": Ser Ser Trp G.u Ala Ser Val Cys Val T^ir Ser 
3b 40 45 

S^T Thr Pro CAy Gh/ Ser Tip Al; Ala Arg Ala Leu Ph- Pro Ser Ala 

5 0 S 5 6 0 

Ala Trp His Arg Xaa Ala Ala Trp Asp Ser Pro Trp Thr Gin Thr Gly 
65 70 75 80 

As p ?^ h e Ala Arg 'S 1 y A 1 i Met. G 1 '/ Gly A i a Gly Ala L t,-a P r o G 1 y G 1 y 

90 9S 
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(2) INFORMATION FOR SEQ ID NO: 3 03: 

(1) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 14 amino acids 

(B) T^/PE: ammo acid 

(D) T0P0LCX;Y: linear 
(xi) SEQUENCE DESCPIPTION: SEQ ID NO: 303: 

10 Thr His lie His Thr His lie lie He Cys Ser Ser Val Xaa 
15 10 



15 (2) INFORMATION FOR SEQ ID NO: 304: 

( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 3 5 amino acids 

(B) TYPE: ammo acid 
20 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 304: 



25 



30 



Met Glu A^n Phe Phe Phe Ser Phe Tyr Leu Phe Leu He Thr Leu He 
15 10 15 

Pro Asn Gly Arg Thx Leu Ser Thr Thr Ala Asp His Cys Lys He Pro 

20 25 30 

O/s He Xaa 
35 



35 



40 



45 



50 



(2) INFORMATION FOR SEQ ID NO: 3 05: 

(i) SEQfJENCE CHARACTERISTICS: 

(A) LENGTH: 3 5 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOG^i: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 305: 

Met Glu Leu Trp Glu Leu Ala Leu Cys Leu Leu Val Ala Leu Ser Ala 
15 10 IS 

His Mec Phe Thr Val Gin Leu Leu Ala Asp Leu Gly Phe Leu Phe Gly 
20 25 30 

Gly Phe Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 3 0b: 

55 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 306: 

60 
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13 



20 



25 



40 



45 



50 



Le-: Leu ^ro l.c-ii Giu J.-r Va i Lev: 
1 0 : 5 

Thr Ser Arj Gin L'--u Trp Gin 



Leu Arp ^:er Cv's Lhe 
-1 "_j 



10 Cys Gly >:i3 Ger Gly G-^u Gy^ Gly L:/3 Asn Glu Asp Thr Asp Ser Ser 

;5 60 



Thr H^5 L^^u Gly Lys His Leu 
75 SO 



IG ^xG: 3 07 



/J airur.o acicls 



G- ) sTTL^no ac:i.d 

' G ) TG LC^GG : 1 :.r-ear 
GL:-GG:;~ GESGGIGG^IGN : SEQ IG NO: 3 07: 

Mec Ty^r ;^he G-=u GGe Gle T^-r Ser Ser Ser Glu Thr Trp Ser 

1 ':. 10 15 

'Sly Ser "1^: G_ - Gl'. Gr:p G.y G"ai I-iis Gly Val lie lie Gly His C\.'s 
: : G 5 3 0 

Ser V.^L GG.: G^-.. :^rz':^iy Ser Gly A^-p Pro Pro Ala Ser Ala Xaa Leu 

^;o 45 

G"el Ala _•!/ l-r - S^ly sr Gys Pro Thr Me^ Pro Gly Phe Val Ty^r 
50 55 50 



( 3 ) G*GPG : a-imo ac i^i 
;G) GG ?CIXg:G 1 me-r 
GSrULir^GG GESGRI?TIG^^: SEQ ID MG : 



60 
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5 (2) IMFORI4ATICN FOR SEQ ID NO: 309: 

( 1 ) SEQUENCE CHARACTER r ST ICS : 

(A) LENGTM: 11 S amino acids 

(B) TYPE: ammo acid 
.0 (D) TOPOLCGY: linear 

(xi) SEQUEigCE DESCRIPTION: SEQ ID NO: 3 09: 

Met Gin Val Val Gly Ser Trp Pro Gly Arg Val Gly Val Val Gly Lev. 
1 5 10 IS 



15 



30 



Ala Phe Ser Leu Val lie Pro Pro Pro Ala He Cys He Ala Gly Pro 

20 2S 30 

Ala Pro ':;ly Leu Gly Gly Gly Glu Arg Gin Gin Lys Gly Leu Gly Arq 

3S 40 45 

Gly Gly Gly Gly Leu Arg Asn C^ys Pro Gly Arg Val Gly Met Ala Ala 

SO 55 bO 

Glu Pro Gly Ala Leu Leu Cys Leu Thr Ser Arg Asp Gly Ser Leu Leu 

65 70 75 80 

Lou Ser Cys Val .Arg Pro His His Val He Lys Pro Lys Gly Thr Ala 

85 90 95 

Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Xaa Xaa 

100 105 110 



Gly Gly Xaa 
35 115 



(2) INFORMATION FOR SEQ ID NO: 310: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 
(P) TYPE: amino acid 
(D) TOPOLCGY: linear 
45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 310: 

Met Asp Leu Pro Gin Phe He 'lyr Leu Phe He Phe ^2ys Phe Cys Cys 
15 10 15 

50 Leu Ala He Val Asn Asn Ala Ser He Asn He His He Gin Val Ser 

20 25 30 

Met Trp Leu Tyr Val Phe He Ser Leu Gly Tyr Leu His Gly Ser Arg 
35 40 45 

55 

He Leu Gly His Asn He He Leu Cys Leu Thr Ser Gin Arg Ho Ala 
50 55 60 

Lys Arg Phe Phe He Val Ala Ala Ser Phe Thar Phe Pro Pro Ala Met 
60 65 70 75 80 
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Lys A:;p Phe ^lyr Phe ;:;t-r lie Sor Lou His l.eu Pro Thir Lou L-u 

3 9 C '1 S 

}'ho Xaa Xaa Xua Ph-;^ Val Phe S:or L-^u Lou Pro Pro 

lOU lOS 



K) (2) irH-^ORM^^TION FOR SE;? id NCu 311: 

( i ) S EQUFJ-JC E CHIkRACT EH I ::^T JC'J : 

{ A ) L EiaCTH : 6 5 ajv.i n o a c i ds 

( B ) PE : ammo ac i J 
1> (L) T0PC!L0:-;Y: luiear 

(XI) SEQtJEI^X^E DESC;RIPTI0M : .SFQ IF NO: J 11: 

Mo^ Cys Jor Pro Ser Leu :::or For S^n" Pro Pro Pro Leu Lou Gin Val 
1 S 10 ^ ^ 



20 



40 



45 



Phe Ph- Pho Phe Phe Lhe Fer Fto His Trp Ala Ala Lyr: Val Val Pro 

'20 ::b 3 0 

Gin Trp Lys Xaa Arg His F'ro Gin Val Ser Ser Gin Leu Leu Leu Cys 

3 5 4 0 4 5 

Phe Leu /-arg Val Asn Cys Gin F'he Leu Phe Leu Gin Glu lie Leu Phi- 

50 55 60 



30 :<aa 

65 



35 { 2 irrFCRr 



r-lATION FOr. SE:- id NO: 3 12: 

( 1 ) 3 FOLT2-IC E r:HAR\CTEr: I ST I C F : 

( A ) LET JGTH : ^50 cami n d a c i ds 

(3) ^Ft PE : .ur.mo acid 

{ D) T0PC1LO3Y : 1 mear 
(xi) SEQUF:MCE DESCRIPTION: SEQ ID NO : 3 12: 

Mo" 'Cys L.-U :^er Ar^ Trp L\-s lie Phe 'I\-r I'hr Leu Leu He Leu Ptv; 
^ " 1 C 1 - 

."'1 ;ia ]\aa. Ph.e :^T*"*r 1 1 Thr '"^^ u "''-la '"■^-i »- :->b^'- \'^.r- r i r o. 

2- :.5 30 



lie rlis His P^n Pre I'hr GLn He T::r Ala Ser Cys Ser Phe Th.r Piv 
^0 35 40 45 



hO 
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(B) T\'PE: amino acid 
iV) TOPOLOGY: linear 
(xi) GE;>UH:1JCE DESCFUPTION: SEQ id NO: 313: 

Met C'lu Arg Pro A^,p Trp Glu Thr Ala lie Gin Lys Pro Le\i Cys Ser 
1 5 10 15 

Leu Pro Ala Gly Ser Gly A£3n Ala Leu Ala Ala Ger Leu Asn His 'lyr 
20 25 30 

Ala Gly Tyr Xaa Gin Val Thx Asn Glu Asp Leu Lou Thr Asn Cys Thr 
3 5 40 4 5 

Leu L--U Leu Cy.3 .Arg .Arg Leu Lei.i Ser Fro Mec Asn Leu Leu Ser Leu 

50 55 60 

His Thr Ala S;er Gly Leu Arg Leu Phe Ser Val Leu Ser Leu Ala T>-p 
65 70 75 80 

Gly Phe He Ala Asp Val Asp Leu Glu Ser Glu Lys T^y^- Arg Arq Leu 
8 5 90 9 5 

Gly Glu Met Arg Phe Thr Leu Gly Thr Phe Leu Arg Leu Ala Ala Leu 
100 105 110 

Arg Thr T\t: Arg Gly .Arg Leu Ala T\t: Leu Pre Val Gly Ar<:j Val Gly 
115 120 125 

Ser Lys Thr Pro Ala Ser Pro Val Val Val Glii Gin Gly Pro Val As.ip 
130 13 5 14 0 

Ala His Leu Val Pro Leu Glu Glu Pro Val Pro Ser His Trp Thr Val 
145 150 155 160 

Val Pro Asp Glu Asp Phe Val Leu Val Leu Ala Leu Leu His Ser His 
165 170 175 

Leu Gly Ser Glu Met Phe Ala Ala Pro Met Gly Arg O/s Ala Ala Gly 
180 185 190 

Val Met His Leu Phe Tyr Val Arg Ala Gly Val Ser Arg Ala Met Leu 
195 200 205 

Leu Arg Leu Phe Leu Ala Met Glu Lys Gly Arg His Met Glu Tyr Glu 
210 215 220 

Cys Pro Tvr Leu Val Tync Val Pro Val Val Ala Phe -Arg Leu Glu Pro 
225 230 235 240 

Lys Asp Gly Lys Gly Val Phe Ala Val Asp Gly Glu Leu Met Val Ser 
245 250 255 

Glu Ala Val Gin Gly Gin Val His Pro Asn Ty^ Phe Trp Met Val Ser 
260 265 270 

Gly Oys Val Glu Pro Pro Pro Ser Trp Lys Pro Gin Gin Met Pro Pro 
275 280 285 

Pro Glu Glu Pro Leu 
290 



8b4Q63A2 I 
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(J) Ii:rXn-J-lATION FOR SE^ ID NO: 314: 

( .1) SE.)'JEI^;rE CH/J'-ACTERISTICS ; 

{A; LO^GTH: 6 8 air. mo acids 

(B) Tx'PE; ammo acid 

( D ) TC BjLCCY : 1 1 near 
(XI) S EQlJIiLNC E C E SC R I Fr I ON : SEQ ID NO : 314: 

Not Pro Leu Glu Gly ?he Cys Leu Val Leu Asp lie GL/ Phe Leu Leu 
IS 10 15 

Viil Met Leu lie Ger Leu Ala ;;er Glu Gys Phe Thr Thr Cys Leu Asp 
2 0 2 5 3 0 

Ger Phe Ser Thr ^Ihr eUu Pro Gly Cys Lys Phe Tyr Lys Leu Leu His 
3 5 4 0 .15 

Ser Val Ger Leu Leu Asp. lie Asn Phe Asn Val Lys Ser Leu Leu Cy- 

50 5S 60 

Ser H.is lie Xaa 
65 



(2) IMFOFmTION FC'R CE;' ID NO: 315: 

{ 1 ) S EQTJENCE C! i;^J?G^CTER I ST I C S : 

(A) LIl^IGTH: IC5 ammo acids 

(3) T^'PE : ammo acid 

(D) TC'P-GLCCT ; linear 
(xi) SE::)UENCE description; SEQ ID NO: 3 15: 

Met Pro Leu Gin Leu Ser G Ly LUn Trp He Ser Leu Leu Val Phe 

1 5 ^ 10 15 

Leu Ser Leu Gin Pro Phe Pro Gin Ala Ala He Pro Cys Ala Leu Thr 

2 0 2 5 3 0 

Asp Val Gly Gly Ser CyT. '/al He Cys His He Leu Leu Asn Cys Leu 

Cys H- L^-: Ps-"^ T:^r L-"';: Thi' Ala Pro Ser Le\: Ser His O'al L^^'U Lou 
50 55 60 

He Lys Met Ser Leu Ser Val Cys IVr Glu Pro Gly Ala Asp Leu Ser 
65 70 75 30 
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10 



(i) I'EQamCE CHARACTERISTICS: 

I A.) LETJGTH: 71 a.Tij.no acids 

(B) TYPE: ammo aci-i 

( D ) TOPOLOGY : 1 inear 
(xi) SEQUt:2aCE DESCRIPTION: SEQ ID NC^ 316: 

Met Tirp Gly Cys Ser Gly Leu Gly His Arg Thr V^il Ser Phe Leu Leu 
IS 10 15 

Leu Leu Pro Cys Ser Phe Pro A^g Pro Cys Xaa l,eu Phe Gly Leu lie 
2 0 2 5 ^0 



Pro lie Ser Ai-g Pro Cys Lys Val Glu Ala Pro .-urg Leu Ser Val Pro 

1^ 35 40 45 

Xaa Leu Ser C>s Ala Ser His Pro IXtt Cys Asn Cys Pro Met Ser Thr 

50 55 GO 

20 Ser Cys Pro Leu Pro Arg Xaa 

65 70 



25 (2) IMFORMATIC'M FOR SEQ ID NO: 31:': 



30 



35 



(i) SEQIJEIICE CHARACTERISTICS: 

{A} LENGTH: 3 5* a.T.in d acids 

(Bi ^FYPE: amino acid 

(D) TOPC--LOGY: linear 
(xi) SEQUHTICE DESCRIPTION: SEQ ID NO: 317: 

Met Leu Asn Vul Leu Ser Lys VaX Gin iSln Leu Val Ser Xaa Leu Gly 

1 5 10 15 

Leu Val Thr Phe Leu Leu Asn His Ser Ala Ala Gly Gly Ser Pro Gin 
20 25 30 



His Arg Trp Leu Leu Leu Xaa 
40 35 



(2) ItJFCRMATION FC>R SEQ ID NO: 318: 

(i) SEQ'JETJCE CHARACTERISTICS: 

(A) LENGTH: 7 2 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(XI) SEQL^JCE DESCRIPTION: SEQ ID NO: 313: 

Met Lys Ala lie Ala Arg Ala Cys Leu Leu Leu Ser Leu Leu Val Leu 
15 10 15 

55 Pro His Val Val Ser Glu His Leu Phe Trp His His Asn Pro Arg His 
20 25 30 



45 



50 



60 



Pro Val lie Trp Pro Phe Pro Pro Phe His Leu He Ser Cys Ser Val 
35 40 45 
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His Leu G]y ^Jiu Xaa Leu Leu Leu L^j^u Vul Pr 
5 5 T: 0 



lie Ala Pro Sor Val Trp Ser 



(2) Trn'X^'PJ-lATION FOP. SEQ ID NO: 319: 

( I ) seqltetjcl: characteristics : 

1 A ) L E'l-jLiTH : 6 2 eira mo a c i cis 
(3) TYPH : ammo acid 
f D ) TC P3LOGY : 1 1 nea r 
(XI) SEQLTFJ^JCE DESCRIPTIOrJ: SEQ ID MO: 319: 

Met GIu Gin Gly G ly Gly Pro Arg Leu Leu Leu L^-u lie Pro Gly Leu 
1 5 10 15 

Leu His Asn Thir T\— Leu A. la .^l^^^ Pro Gly Ai:p Phe Pro A. I a Gin Cly 

20 25 30 

Thr Thr Glu Asn Thr Glu Cys Gin Gly Ser Pro Ser Pro lie Ser His 
35 40 45 

Leu Gly Lys Val Tvrq Ser Leu Asp Ser Ar.n Thr Gin lie Xaa 

50 55 60 



(2) INFOP>IATION FOR SEQ ID NO: 3 20: 

(ij SKQLrENCE CHPJ^.ACTERISTICS : 

(A) LETJGTH: 2 fib ci::;ino acids 

(B) T^'PE: £iiRino acid 
{ D ) rOP':)LCCY : 1 1 near 

( X 1 ) S EQUT-:^^■ :E L ESCR I PTI on : S EQ ID NO : 3 2 0 : 

Met Pro Leu Leu Ph-- Phe Ser Val Ser Thr Leu Phe Ser Gly Ser Val 
1 5 10 15 

'2 rir L ■ u G : : i G 1 n Ar 7 G 1 y M e t P h Leu P r o T rp T h 1 Gly Thr (. - 1 y G 1 u 

2 C 2 5 3 Cj - 

Glr: V..1 1. L'-u Ala Leu L-u Trp r'ro Ara Phiv^ Glu Leu 2le Leu Glu Met 
3 5 4 4 5 

Asn Val Gin Ser Val Arg ^Jer Thr ;^^p Pro Gin Ar 5 Leu Gly Gly Leu 

50 5 5 6 0 

Asp Thr Arg Pre- His T^/r lie Thr .^aru .Ai*g T-/r Ala Glu Phe Ser Ser 

65 ''0 7 5 Ro 
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115 121 12b 

Asn T-/r Asp M'-c MeL Leu Gly Val Lou Met Glu Arg Ala Ala Asp Arp 
130 135 140 

5 

Ser Lys Glu Val Glu Ser Phe Gin Gin Leu Leu Asn Ala Arg Thr Gin 
145 150 155 160 

Glu Phe lie Glu Glu Leu Leu Ser Pro Pro Phe Gly Gly Leu Val Ala 
10 165 170 175 

Phe Val Lys Glu Ala Glu Ala Leu lie Glu Arg Gly Gin Ala Glu Arg 
IP.G 135 190 



15 



20 



30 



40 



45 



55 



60 



Leu Arg Gly Glu Glu Ala Arg Val Thr Gin Leu lie Arg Gly Phe Gly 

195 200 205 

Ser Ser Tr^:. Lys Ser Ser Val Glu Ser Leu Ser Gin ;^-sp Val Met Arg 
210 215 220 

Ser Phe Tnz Asn Phe Arg Asn Gly Thr Ser lie lie Gin Gly Ala Leu 

225 230 235 240 

Thr Gin Leu lie Gin Leu Ty-r His Arg Phe His Arg Val Leu Ser Gin 

245 250 255 

Pro Gin Leu .Arg Ala Leu Pro Ala Arg Ala Glu Leu lie Asn lie His 

260 265 270 

His Leu Met Val Glu Lou Lys Lys His Lys Pro A^n Phe Xaa 

275 280 285 



35 (2) II^JFOPJ4ATlC'N FOR SEQ ID NO: 321: 



( 1 ) S EQL^^^JCE GHAJ^AGTER I ST I G S : 

(A) LEIJGTH:^55 ammo asids 

(B) TYPE: ammo acid 
(D) TOPOLOGY: linear 

(xi) SEQUEraCE DESCRIPTION: SEQ ID NO : 321: 

Met Phe Arg Ala Leu Arg Asp Leu Leu Thr His Tyr Pro Gin Gin lie 
15 10 15 

Leu Leu Gin Val Leu Val Val Met Tyr Gin Val Leu Gin Val Trp Glu 

20 25 30 



Leu Pro Trp Pro Glu Leu lie His Leu Gin Gly lie Val Pro Thr Asp 
50 35 40 45 



Gin Leu His Leu Lys Gin Xaa 

SO 55 



(2) II^T-QRMATION FOR SEQ ID NO: 322: 

(i) SEQL^JCE CHARACTERISTICS: 

(A) LENGTH: 5 9 ammo acids 



BNSDCX^iD - V^O c^R54?'6,MJ I > 
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(5) Tx'PE: eimino acid 
{ Lj ) TO POLO:;Y : 1 1 nea r 
(xi) SEPURT-JCE DESCPIPTION: SEQ ID ' : 3^^: 

.^^p Phe Val Pro Vai Leu 'JaI Ph^ Vai Leu lie Ly3 Ala Asn Pro Pro 
1 5 10 1:, 

CyG Leu Leu Ser Thr Val Gin ^Pyr lie Ser Ser Phe Tyr Ala Ser Cvl^ 
20 25 30 

Leu Ser Gly Glu Glu Ser 'P^/r Trp Trp Net Gin Pi>a T:;r Ala Ala Vai 
35 45 

Giu Phe lie Ly:^ Thr lie Ai:p A^^,p /^arg Lys Xaa 

50 5S 



( 2 ) IMI-'OPi^IATTOW -OR SEQ ID MO : 3 2 3: 

( I ) SEQLT3NJGE GRAK AGTER I ST I GS : 

(A) LET-IGTH : i20 ammo acids 

(P) TYPE: arimo acid 

( P) ) TO PO hCCY : linear 
(XI) SEQLTI^JGE DESCF TPTI3N: SEQ ID NC^ : 32 3: 

Met His Pro Ala .Arg Lys Leu Leu Ser Leu Leu Phe Leu 1 1 g Leu Met 
1 5 10 15 

Gly Thr Giu Leu Thr Gin Acp Ser Ala Ala Pro Asp Ser Leu Leu Arg 
20 25 30 

Ser Ser Lys Gly Ser Thr Ai'g Gly Ser Leu Ala Ala lie Vai He Trp 
3 5 41.) 4 5 

Arg Gly Lys Ser Glu Ser I^jrg He Ala Lys Thr Pro Gly lie Phe Arg 

5 0 55 6 0 

Gly Gly Gly Thr Leu Vai Leu Pro Pro Thr His Thr Pro Gl\i Trp Leu 
65 70 75 SO 

i Thr Le'i Pro Peu Gl\' Ala F'ro Giu Thr Gly 
-30 

-'ly Gly A:""^p Gy:^ Ala Ala Giu Thr Trp Lys -Sly 
100 10 5 



:^e Leu Pre 



Gin Leu GVs Ala Leu Leu Ala >Laa 
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10 



15 



20 



Phe Phe Leu Val Val Pho Ser Leu 3er Phe Xaa Pro 3or Vai Leu Thr 

^ 10 15 

Ser Pro Val Hi3 Xaa Pro His Cys Cys Gin Xaa Asp Xaa Tie Leu Phe 

2-1 2S 30 

Lys Asn Thr Leva Xaa Xaa Phe Xaa Ala Lys T-^-r X^a 

35 40 



(2) IMFOP^IATION FOR SEQ ID NO : 3 25: 

( i ) 5EQf.JElJCE CHAPACTERISTI :S ; 

(A) LENGTH: 5 9 ammo acids 

(B; T^r'PE : ajnmo acid 

(D) TOPOLOGY: linear 
(Xl) SE^LTINCE LESCRIPTIGN: SEQ ID NO : 32 5: 

Met Phe Ser Arg Thr Ser .Asn Phe Trp Thr Phe Ph's Phe Gin Phe Leu 
1 5 10 15 

lie Phe Lys Val. Phe Leu Val Leu Lys Asn Xaa Phe Thr Ser Gin Lys 
20 25 30 

lie Xaa Xaa lie Xaa Xaa Glu Lys Pro Lys Lys Lys Lys Xaa Arg Gly 
35 40 45 



Gly Arg Ala Pro Ser Pro Gin Gly Gly Pro Xaa 
30 50 55 



(2) IMl-OPJMATIGN FOR SEQ ID NO: 3 2 : 

35 

(i) SEQirENGE CHARAGTERISTIGS : 

( A ) LET^GTH : ^ 1 8 ami no a c i ds 

(B) TYPE: ammo acid 
(D) TOPOLC<;Y: linear 

^0 (xi) SEQUETJCE DESCRIPTION: SEQ ID NO: 32 6: 

Met Gly Leu Leu lie Phe Met Leu Leu He Gly He His Ser Gin Cys 
1 5 10 15 

45 Ser Xaa 



50 (2) INFORMATIC-N FOR SEQ ID NO: 327: 

( i ) SEQl^JCE CHAK^iCTERTSTICS : 

(A) LENGTH: 87 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY; linear 

(xi) SEQUENCE DESCRIPTION. SEQ ID NO: 327: 

Met Val Leu Phe Cys Phe Val Leu Phe Oys Phe Val Phe Glu Met Asp 



BNSDOCID <WO 9er^d963A2 I 
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>2r 3c r Val Thr Gin Ala Gly Val Gin Trp Cys A^p Lou ly Ser 



I.eu Gin Ala Pro Pro Pro Gly Phe Ser Pro Phe Ser Gy3 Lou S^or Lou 
5 3S 40 4 5 

Pro Ser Ser Trp Asp "Tyr A.rg /^y Pro Pro Pro Arg Pro Ala Ajsh Phe 
SO SS 60 

l(t Leu Tyr Phe Leu Val Glu Thr Gly Phe His Hio Val Ser Gin A--p Gly 

6 5 7 0 7 5 8 0 

Leu Asp Leu Leu Thr Ser Xaa 



{2) INFOF^IATICN f-"CR £EQ ID NO : 32B: 

20 (i) S-QL^JCE CHAi^ACTERIGTTCS : 

( A ) LENGTH ; 5 3 R ami no ac i ds 
(Fi) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQLTETJCE DESCRIPTION: SEQ ID NO: 328: 

25 

Met Ser Thr Lys Lys Leu Cys lie Val Gly Gly lie Leu Leu Val Phe 

1 5 10 15 

Gin lie He Ala Phe Leu Val Gly Gly Leu He Ala Pro Gly Pro Thr 
30 2 0 2S 3 0 

Thr Ala Val Ser T^^n: Met Ser Val Lys Cys Val Asp Ala Arg Lys Asn 
3 5 40 45 

35 His His Lys Thr Lys Trp Phe Val Pro Trp Gly Pro Asn His Cy:; Aop 
SO 55 60 



40 



Lys He Arg Asp lie Glu Glu Ala lie Pro Aurg Glu He Glu Ala Asn 

65 70 75 80 

Asp He Val Phe Ser Val H i :3 He Fc o Leu Pro His Met Glu M^-t Ser 

as 9: 



Pro Trp Phe Gin Ph- Met I-^^u Pho Ho L^-'U Gin Leu A^p lie Ala Ph-.- 

45 100 105 110 

Lys Leu As n Ajs n Gin He Arg Glu Asn A. la G 1 u Va 1 S e r M e t As p Va 1 

115 12 0 12 5 

50 Ser Leu Al.-i T>'r Asrg Asp Asp Ala Phe Ala Glu Trp Thr Glu Met Ala 

13 0 H 5 14 0 
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10 



20 



25 



40 



55 



Leu Pro Val Asn Glu Lys Lys Lys lie Asn Val 7.ly lie Gly Glu lie 
195 ZOO 205 

Lys Asp lie Arg Leu Val -"^ly He His Gin Asn Gly Gly Phe Thr Lys 
210 215 220 

Val Trp Phe Ala Met Lys Thr Phe Leu Thr Pro Ser lie Phe lie He 

225 230 235 240 

Met Val Trp T^^r Trp Arg .Arg He Thr Met Met Sor Arg Pro Pro Val 

245 250 255 

Leu Leu Glu Lys Val He Phe Ala Leu Gly He Ser Met Thr Phe He 
260 265 270 

Asn He Pro Val Glu Trp Phe 5;er He Gly Phe Asp Trp T'nr Trp Met 
275 280 235 

Leu Leu Phe Gly Asp He Arg Gin Gly He Phe Tv-r Ala Met Leu Leu 

290 295 300 

Ser Phe Trp He He Phe Cys Gly Glu His Met Met Asp Gin His Glu 

305 310 315 320 

Arg Asn His lie Ala Gly Tyr Trp Lys Gin Val Gly Pro He Ala Val 

325 330 335 



Gly Ser Phe Cys Leu Phe He Phe Asp Met Cys Glu Arg Gly Val Gin 

30 340 345 350 

Leu Thx Asn Pro Phe T^yr Ser He Trp Thx Thr .Asp He Gly Thr Glu 

355 ?60 365 

35 Leu Ala Met Ala Phe He He Val Ala Gly He Cys Leu Cys Leu Tyr 
370 375 330 



Phe Leu Phe Leu Cys Phe Met \'al Phe Gin Val Phe Arg Asn He Ser 

385 390 395 400 

Gly Lys Gin Ser Ser Leu Pro Ala Met Ser Lys Val Arg Arg Leu His 

405 410 415 



Tyr Glu Gly Leu He Phe Arg Phe Lys Phe Leu Met Leu He Thr Leu 
45 420 425 430 

Ala Cys Ala Ala Met Thr Val He Phe Phe He Val Ser Gin Val Thr 
435 440 445 

50 Glu Gly His Trp Lys Trp Gly Gly Val Thr Val Gin Val .Asn Ser Ala 

450 455 460 



Phe Phe Thr Gly He Tyr Gly Met Trp Asn Leu Tyr Val Phe Ala Leu 

465 470 475 480 

Met Phe Leu Tyr Ala Pro Ser His Lys Asn Tyr Gly Glu Asp Gin Ser 

485 490 495 



Asn Gly Met Gin Leu Pro Cys Lys Ser Arg Glu Asp Cys Ala Leu Phe 
60 500 505 510 



BNSDCX'^in <WO 9B540G3A2 I 
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^0 



25 



30 



35 



40 



45 



50 



533 



Val 3er Glu Leu TVr Gin Giu L.eu Phe Ser Ala Ser Lv.^ T~.'r S^-^r Ph-> 



^le -^-^n A^-p Asn Ala A. la Ser Gly lie Xaa 

S30 535 



10 (2) ITTFORMATION FOR SE2 ID NO: 32 9: 

; 1 ^ G h;C'iJEMc E c J * Ai^VvGTK K I :;;t I C 3 : 

(A) LENGTH: 2 02 ainino acids 
CB) -r/Ph: ammo acid 
1^ (D) TOFVXOCiY: Imear 

ixi) Gr-:LJr-:rjGE DESGRIPriON: GEO ID TJO : 329: 

M-C Gly II- Ala L-a Al i Val Leu Gly Trp Leu Ala Vai M^-r l,,,. Cy3 



Cy?-. Ala Leu Pro Met. Trp Arg Val Thr Ala Phe He Gly Ger Asn 1 1 

20 2S 30 

Val Tnr Ger Gin Thr He Trp Glu Gly Leu Trp Met Af:n Gys Val Val 
35 40 45 

Gin Ser T>ur Gly Gin Me*_ Gin Gys Lyr> Val H^r Aso Ser Leu Leu Ala 

5S GO 

Leu Pro Gin Arn Leu Gin Ala Ala Arg Ala Leu Val He He Ser He 
65 7{) 75 80 

He Val Ala Aia L-u Gly Val Leu Leu Ser Val Val Gl-y Gly Ly- Cyc 
S5 90 95 

Thr Asn Gy:. Leu Glu Asp Glu Ser Ala Lys Ala Ly:^ Thr Mer. lie Val 
^O'i 105 HO 

Ala Gly Val Val Pn- Lt-Li Leu Ala Gly Leu Met Val He Vai Pro Vai 
11"^ 120 125 

S-r Tri:> Thr AGi Hi:^ Anr: H- IH Gin A-p Phe Tv^r A:jn Pr ^ L-u Val 
130 135 140 

•^^■^ ---V -31:. I./.: Auyf Glu :-P-' Si;,' Ala Sei Leu Jyi Val ^;ly I'rp) 

145 15:'- i^.r 'l5C 

Ala Ala Ser Gly Leu Leu Leu Leu Gly Gly Gly Leu Leu Gyn Gys Asn 
155 170 175 

Gy:-; Pro Pro Arq Thr A:^r. Lyn Pro Tyr S--r Ala [,yo 'IV^ 3^-"^ A Pa Ala 
130 1R5 "* 



60 
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(i) SEQUEITCE CHARACTERISTICS: 

(A) Lr^^JGTH: 263 amino acids 

(B) TiPE: aLxnino acid 
(D) TOPOLOGY; linear 

^ (XI) SEQUENCE DESCRIPTION: SEQ ID NO: 330: 

Met Ala Thr Val Thr Ala Tlar Thr Lys Val Pro Glu He Att Asp Val 
1 S 10 IS 

10 Thr Arg lie Glu Arq lie Gly Ala riis Ser His He Arg Gly Leu Gly 
20 25 30 



15 



25 



30 



40 



45 



Leu Asp Asp Ala Leu Glu Pro Arg Gin Ala Ser Gin Gly Met Val Gly 

35 40 45 

Gin Leu Ala Ala .^vrg .Arg Ala Ala Gly Val Val Leu Glu Met He Arg 

50 55 60 



Glu Gly Lys He Ala Gly Arg Ala Val Leu He Ala Gly Gin PrD Gly 
20 65 70 75 80 



Thr Gly Lys Thr Ala He Ala Met Gly Met Ala Gin Ala Leu 31/ Pro 
8 5 90 9 S 

Asp Thr Pro Phe Thr Ala He Ala Gly Ser Glu He Phe Ser Leu Glu 

100 105 110 

Met Ser Lys Thr Glu Ala Leu Thr Gin Ala Phe .\rg Arg Ser He Gly 
H5 120 125 

Val Arg He Lys Glu Glu Thr Glu He He Glu Gly Glu Val Val Glu 
130 135 140 



He Gin He Asp Arg Pro Ala Thr Gly Thr Gly Ser Lys Val Sly Lys 
55 145 150 155 160 



Leu Thr Leu Lys Thr Thr Glu Met Glu Thr He Tyr Asp Leu Gly Thr 
165 " 170 175 

Lys Met He Xaa Ser Leu Thr Lys Asp Lys Val Gin Ala Gly Asp Val 
180 185 190 

He Thr He Asp Lys Ala Thr Gly Lys He Ser Lys Leu Gly .Arg Ser 

195 200 205 

Phe Thr A^g Ala Arg Glu Leu Arg Arg T^-r Gly Leu Pro A^p Gin Val 
210 215 220 



Arg Ala Val Pro Arg Trp Gly Ala Pro Glu Thr Gin Gly Gly Gly Ala 
50 225 230 235 240 

His Arg Val Pro Ala Arg Asp Arg Arg His Gin Leu Ser His Pro Gly 
245 250 255 

55 Leu Pro Gly Ala Leu Leu Arg 
260 



60 (2) irJFORMATION FOR SEQ ID NO: 331: 
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(1) SEOl^KTICE CHAI-L\CT£Rl:^TICS: 

(A) LETIGTH; 260 ^mo acids 
( 13 ) 'T'l F- H . cim. L n c"^ a c i J 
(D) TOi'-JLCGV: lir^ear 

txi) SEQUKTJCE r:E:;c;E I PT I ON : 5:kq id rJO: 3, 



Met Leu Aia Leu Leu Gl\/ Lhu iJer Gin Ala 



Leu Azn II- L-;u L^Mi Gly 



10 



Leu Lys Gly Leu Ala i'ro Ala Glu lie S-r Ala Val Cvs Glu Lvs Glv 

AL-n I'he Asn Val Aia H i r. Ciy Leu Ala Trp oer 'L/r T\^r I Le Gly 'L/r 

4 0 .IS 



Leu Arc; Lr;'U lie Leu Prf Glu Leu Gin Ala Arg lie .\r:j Thr 



SO 



-.r TG-r Asn 



5 ^ 6 0 



^^/^^ Asn Acn Leu L.u Ar.;, Gly Ala Val Ler Gin An L-u Tvr 

65 



30 



35 



40 



45 



He Leu Leu F>ro Leu Ar,p Cys Gly Val Pro Asp Asn Leu Ser Met Aia 
8S 90 c)c^ 

Asp Pro A.-^n He .Arg Ph.- Leu Asp Lys Leu Pro Gin Gin Thr Gly Asp 
100 1 0 S 110 

Arg Ala Gly He Lys Asp Arg Val lyr Ser Asn Ser lie T^/r Glu Leu 
iiS 120 125 

Leu Glu Asn Gly Gin Arg Ala Gly Thr Gys Val Leu Glu T^/r Ala Thr 
130 135 140 

Pro Leu Gin Thr Leu Phe Ala Met Ser Gin Tv^ Ser Gin Aia Gly Ph- 
145 150 15S ' 160 

Ser Gly Glu Asp Arg Leu Glu Gin Ala Lys Leu Phe G-/s Arg Thr Leu 
165 170 " 175 

Glu As p I I e L eu A 1 a A s p Ala P r o G La Ser G 1 n A s n As n G y s A r g L - u 
He Ail Tyr Gin Glu Pr- Ala Asp Asy S-r Ser Pr- Ger L-u 7vr G 1 r: 



Giu Val Leu Arg His Leu Arg Gin Glu Glu L-/s Glu Glu Val Thr Va ^ 
210 215 -20 



50 Gl-_,' Ser Leu Lys Th 

4 0 



^' Ser Ala Val Pro Ser Thr S'-r Thr Met S-^-r Gin 

2 0 T ^ 



60 
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iZ) UWZ'Piy^.TiCU FOR SEQ ID :J0 : 3 32: 

( 1 ) S EC trENC E 'Z¥J\FS\CTE R I ST I C : 

>:A) LENGTH; 4 8 ammo acids 
5 (B) TYPE: ammo acid 

■: C ) TOI^:-LOGY : i mear 
{:<i) SE^iLTENCE DESCRIPTION: GEQ' ID NO: 332: 

Met Thr Pro Gin Lys Pro Aia Leu Ala Val Leu Leu Leu Glu Val Pro 
10 1 5 10 15 

Leu L-^.u Leu Thr Leu Ser Val Leu Lys Lys Arg Cys Leu Val Thr O/s 

2 0 2d 3 0 

15 Glu Pr:-. Z'hr Ser .Arg Phe Val Ser Cys Asp Leu Pro Leu Ser Val Xaa 
3 5 4 0 4 5 



20 



( 2 ) 11 JFORMAT ION FCR SE 2 ID NO ; 3 3 3: 

{! ) SEC--rENCE CllARvXCTERISTICS: 

( A ) LEI IGTH : 3 3 4 ami no ac i ds 

(B) T^i'PF:: amino acid 
;r) TOPOLOGY: linear 

X 1 ) S E :)'SE: :CE L ESORI PT I on : SEQ ID NO : 33 3: 

Met Ala Aia Ai,^. Ala Trp Leu Gin Val Leu Pro Val lie Leu Leu Leu 
15 10 15 

L.eu Gly Aia Hi^ Pro Ser Pro Leu Ser Ph.e Phe Ser Ala Gly Pro Ala 

20 25 30 

Thr Val Ala Ala Ala Asp Arg Ser Lys Trp His lie Pro lie Pro Ser 
35 ~ 40 45 

40 Gly Lys Asn T-yr Phe Ser Phe Gly Lys lie Leu Phe Arg Asn Thr Thr 
50 55 60 

lie Phe Leu Lys Phe .^p (31y Glu Pro Cys Asp Leu Ser Leu Asn He 
65 70 75 80 



25 



30 



35 



45 



Thr Trp Tyr Leu Lys Ser Ala Asp Cys T>-r Asn Glu He Tyr Asn Phe 

8S 90 95 



Lys Ala Glu Glu Val Glu Leu Tyr Leu Glu Lys Leu Lys Glu Lys Arg 

50 100 105 110 

Gly Leu Ser Gly Lys Tyr Gin Thr Ser Ser Lys Leu Phe Gin Asn Cys 

lis 120 125 

55 Ser Glu Lou Phe Lys Thr Gin Thr Phe Ser Gly Asp Phe Met His Arg 

130 135 140 



60 



Leu Pro Leu Leu Gly Glu Lys Gin Glu Ala Lys Glu Asn Gly Thr Asn 
145 150 155 160 
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L'-u Thr Phe lie Gly AoU uvr; Thr Ala Met H : Gi'. 



i.Ai:U 



16S 



Trp Gin Aro Ala Pro T^/r II- Ph- lie Va I Hi- II- Giy li-.' .^-r S-:-r 
IBO IBb i^^J 

Sor Lys Glu Ser Sor Lys Glu Ai^n Sor Leu S-r A:3n Leu Pho Thr Met. 
19^ 20C 

T^ir Val Glu Val Lys Giy Pro 7yr Glu T^/r Leu Thr Leu Glu Aop T-yr 
210 21S 220 

Pro Leu M':a. lie Pho Phe Mot Val Met Cyr. li--^ Val Tyr Vil Lou Ph- 
22S 230 23j 2-;0 

Gly Vcrtl Leu Trp Leu Ala TrT> Ser Ala Cys Tyt Trr. Aru Aoi- Leu L-u 
245 250 255 

2 50 265 2 /O 

Lyo Ala Val Piu'^ Tyr Ala Glu Phe Gin Asn He Ar:j TV- Lys Gly Xaa 

27 5 2 S 0 2 8 5 

Ser Val Glu Gly Ala Leu He Lou Ala Glu Leu Leu Ser Ala Val Lys 
2^0 29 5 3 00 

Arg Ser Leu Ala Arg Thr Leu Val He He Val Ser Leu Gly T^/r Gly 
305 310 315 320 

He Val Lys Pro Arq Leu Glu Ser Leu Phe He Arg Leu Xaa 

S 3 3 0 



(2) i:-.T\oRyiATION FOR SE\) ID NO: 3 34: 

( L ) s EC■l5E:^:cE ghar/.gter i st i c s -. 

(A) LEIIGTP:: 200 ammo acids 
(3) TYPE: ainino aizid 
{ D ) TO PC ■ LOG i' : linear 
:xi) SLQiJEMCE T'ESCRIPTIOrJ : GEO TO !JO : 334: 

rva- Vil L';u Xau Val Val Thr Leu (^ly L.-u Ala L-u Pne I'hr L- 



Giy Lv:^ Phe Lya Arg Trp L'/a Leu A:3n Gly AH Phe Leu Leu He T: 

20 25 30 

Ala Phe Leu S^a; Val Leu He Trp Val Ala Try Met Thr Met Tyr L. 
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Arq Pro Thr Thr 3er 7^ ho: Arg /^^g S^-.r Pro Gly Cys Gly Arg Arg Pro 
1 0 0 10 5 11 0 

^ Ser Arg Arg Thr Cys ?er Cys Arg Gly Pro II-- Trp Arg Thr Arg Pr::; 

115 120 lz5 

Ser Pro Trp MeG Asn Thr Met Gin Leu Sor Glu Gin Gin Asp Phe Pro 

130 135 140 



10 



30 



35 



45 



Thr Ala Ala Tr^i Glu Lys Asp Pro Val Ala Ala Trp Gly Lys Asp Pro 
l^iS 150 155 160 



Ala Leu Arg Leu Glu Ala Thr Cys He Ser Gin Leu Ai g Trp Pro Ser 
1^ 165 170 175 

Cys Ser TYix Val Gly Pro Ser Gin Leu Leu Arg Gin Val Thr Gin Glu 
150 185 190 

20 Xaa Thr Phe <"J ly Glu .\rg Leu Xaa 

19 5 2 0 0 



25 (2) INI-"'OKMATIOrJ FC*F. SEQ ID N(^; 33 5: 

( 1 ) SE^'JETJCL CHARACTERISTICS : 

(A) LET^GTH; 24 ammo acids 
(3) ^rVPE: a-Tiino acid 
(D) TOPOLOGY: linear 
(XI ) SE' :)i:EriCE DESCRIPTION: SEQ ID NO: 335: 

Met Leu Leu His His Gin Leu Leu He Val Thr Leu His Leu Val Leu 
i 5 10 IS 

Leu Leu Ala Thr Leu Leu Val Xaa 
20 



40 

(2) INFORMATION FOR SEQ ID NO: 3 36: 

(i) SEQIJEI^TCE CHARACTERISTICS: 

(A) LENGTH: 143 amino acids 

(B) TYPE: amino acid 
( D ) TOPOLOGY : 1 inear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 336: 

Met Thr Lys Ala Leu Leu lie Tyr Leu Val Ser Ser Phe Leu Ala Leu 
50 1 5 10 15 

Asn Gin Ala Ser Leu lie Ser Arg C>'S Asp Leu Ala Gin Val Leu Gin 
20 25 30 

55 Leu Glu Asp Leu Asp Gly Phe Glu Gly IVr Ser Leu Ser Asp Trp Leu 
35 40 45 



60 



Cys Leu Ala Phe Val Glu Ser Lys Phe Asn lie Ser Lys lie Asn Glu 
50 55 60 
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Ai:n Aia A^p Gly Ser Phe Asp 'IV r *^ly Leu Ph*j ^Mi: 1-? A-n I'^-r 

65 75 ^-1 

'r\T: Trp ' '\'3 Asn Xaa ':\-r L.yc ::er :A^r 'Jlu Asn Leu Lyr; V.a 1 

5 i--5 y,^ 

Aop L\'S G.ln AsC' Leu L--u Asn It::^ Asn Leu Leu Ala Lly lie ei3 Cy^ 
100 lOS 1 LJ 

10 Ala Lys Arg lie Val Ser Gly Ala Arq Gly Met Asn Asn Trp V-il Ara 

115 :20 125 

Mtjt: G.u Acia Gy:^ Thr 5'el Gin Ala Giy His Ger :-y^r I'hr Gly Xaa 

1 ;0 13 5 145 

15 



(5) LNFGPJvL^TICn FOR LEQ ID NG : J37l 

20 ( 1 ) G f-:Qi n-'j- JGE c:i iaractl r i gt i g s : 

(A) LFIxIGTH: 9S aininc acidr 

(B) Ti'PE; a.T.ino acid 
( D } TOP'DLCCY : . 1 nea r 

(XI) GEQUETJCE DESGRI I>TIOM : SEQ ID NO : 3 3". 



25 



40 



Met Leu \G-i 1 He Ala Gly <My lie Leu Ala Ala Leu Leu Leu Leu lit 
15 10 15 



Val Val V.:il L^u Gys Leu TVr i he Wys He His Asn Ala Leu L^^'s Ala 

30 20 25 30 

Aia Lys CUu Pro Glu Ala Val Ala Val Lys Asn His Asn Pro Asp Lys 

3 5 4 0 - 

35 Val Trp Trp Ala Lys Asn Ger Gin Ala Lys Thr He Ala Thr Glu Ger 

5 0 5 5 5 5 



Gys Pro Ala Leu Gin O'ys 5:ys Glu Gly IVr Arg Mer Ala G--rr Phe 

55 -'0 75 80 

Asp Ger Lf_-\: Pro Pro c-/s *:>/3 C ys Aiip IL^ Asn 'Glu 'My L-:-s >Gh :?t 



45 

GG IGFGTI-tAT GGI E.^R LLC' ID :g: : 3 3H: 

( I ) S EQIJENG E C ; lARA.CTER T ST I C 5 : 

(A) LP2IGT}i: 3 8 amino acids 
50 (B) T^-PE: eimino acid 

CG TG?XsLC^5Y: Iir-ar 

(XI) svcuy.iv-y. deggri fT^i'^ii : geq id '-3-: 



60 
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S4() 



(2) irNrr^ORr-l^^TI':N for SEQ id NO: 33 9: 

(iJ 3E':)UENCF: CIIAPACTERTSTICS : 

(A) LENGTH: 3 9 ajnmo acids 

(B) T^'PE: ammo aciei 
( D ) TOPC'LCCY : 1 1 near 

(XI) SEQUENCE DEECRIPTIjN: SEQ ID HO: 33 9: 

Mer_ Leu Val V.il A La Phe 01 y Lou Leu Val Leu Tyr lie Leu Leu Al 



Ser Ser Trp Lys Arq Pr d Olu Pr<:; Gly lie Leu Thr Asp .Arg Gin Pro 

25 ^ 30 

Leu Leu His P.^;p G l.y Glu Xaa 

20 3S 



30 



35 



40 



(2) TNEGRM^TION FOR SEQ ID NO: 3 40: 

(i) SEQLrENCE CHAR^\CTERI STICS : 

(A) LENGTH: 71 a:nino acids 

(B) TYPE: ammo acid 
(D) TCPC-L03Y: linear 

{xi) SLQUET^CE DESCRIPTION: SEQ ID NO: 34 0: 

Ser Asp Pro Leu Ala Ser Ala Ser Gin Asn Ala Gly He Val Ser Val 



I 



10 1^ 



Gly Leu Cys Thr .Ai-g Pro Gly Pro Gin Phe Lys Asn Ala Gin Pro Pro 

23 30 

Phe Pro Xaa Gin Lys Ala Pro Arg Oys Leu Trp Glu ^^n Gin Pro Pro 

35 40 45 

Pro Trp Arg L^,^s Ala Trf.. Asp Leu Pro Ser His Leu Gly Arg Ajrg Gly 

50 55 60 

He Cy-s Gly Lys Ser Phe Xaa 

45 65 70 



(2) INFORMATION FOR SEQ ID NO: 341- 

50 

(i) SEQUEiqCE CHARACTERISTICS: 

(A) LENGTH- 8 5 ajnino acids 

(B) TYPE: amino acid 
(D) TOPOLaSY: linear 

(XI } SEQUEIJCE DESCRIPTION: SEQ ID NO: 341: 

Ty^ Val Met He Phe Lys Lys Glu Phe Ala Pro Ser Asp Glu Glu Leu 
1 5 10 15 

60 Asp Ser Tyr Arg Arg Gly Glu Glu Trp Asp Pro Gin Lys Ala Glu Glu 



BNSDCX^m < wo 9854963A2 I 
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KVG Ar7 A::n Xaa Lys -U u L.e'j Ala ^11 n Ar;} GLr: Xaa Oly Gly ■:;ly :^er 

Pro Ala Gly Ala Cys ■■_Tl.y Gly Glu ?ro Gy.-- C.iin Ar-j Leu Gin Gly C^lii 

^0 b 5 b 0 

Val Gin Pro Pro }fis /-jrg Gin Gly 3er G--r oln Arq Ara Ser Pro Hio 

65 70 'VS PO 



via Thx Gly Gin Xaa 
85 



12) iriKCRMATIOrJ FOR GEQ ID NO: "^42: 

( i / GGQ'jIIiJGE GHAJ^AGTEP.ISTIGG : 

( A ) L r2-JGTH : 0 am i no a c i ds 

(B) T^/PH: ammo and 
(DJ TCPGLCCY: linear 

(Xi) SEQUEPJCE DESGRIPTIOrJ : 5EQ ID NO: 342: 

MgC Trp Asp Trp A5;p Tr^i Ger Ala Pro Trp i:or Trp Pro Leu Trp) Leu 
1 5 10 15 

Ser Leu Ala Leu Val Gys Leu Ser AL-:i Gly Ala Lys Gly His Arg Ala 

2 0 2 5 3 0 

Ger Glu Ala Gly Firs Ala Arg Ala Leu Z'hr Cys Glu Met Gly Sor Glu 
3 5 4 0 4 5 

Phe Xaa Trir- Ala Xaa Gly Leu Val Leu Gly >.aa Xaa Xaa Trp Thr Xaa 

5 0 5 5 60 

Xaa Asn Gly Ser Ala '31 y Pi:o Glu Arg .Vrg Gly G"rp Arg Pro Ala Ala 

o5 "/() 5 

Phe Leu Ala Val Phe Leu Leu Gly Asp Xaa 

8 5 9 0 



for ■^:Hv id no : 343 : 
fquetjge gharagterigtigg : 

( A ) L ?2 vGT H : 4 3 ai r. mo a c i ds 

(B) TYPE: air.iuG acid 
(D] TC'POL'l'GO' : linear 
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(2) INFORr^ATIOrJ FOR SEQ ID NO: 3 44: 

( 1 ) SEQ'jENCE CR^RACTERISTICS : 
10 (A) LEIJGTH: 56 amino acids 

(B) TYPE: ammo acid 

( D ) TCPOLCOY : 1 inear 
( X 1 ) SEvUI'J^JCE DES TRI PT I DM : SEQ ID NO : 34 4: 

Met Cys Ser Ly:j A^.n Oly Phe Leu Leu Ala I'rp Ser Trp Asn Ser Pro 
1 b 10 15 

Tri:> Leu Pro Gin Ala Ser Leu Ala His {31y Cys Trp Gly /^rg Trp Met 
20 25 30 

20 

Ser Asp Leu v'al Gly Cys Ser Arg Glu Asn Lys Cys Ala Leu Arq Asp 
3 5 AO 4 5 

His Ser Glu Arq Val (3 In (;ly Xaa 
25 50 55 



(2) TNFCPJvLA.TIO[J FOR SEQ ID N'D: 3 45: 

( i ) S EQi JENCE CHARA3TE R I ST I C S : 

(A) LEIJGTH: 22 2 ammo acids 

(B) TYPE: ammo acid 
(O) TO PC LOGY: linear 

(xi) SKQUEJJCE DESCRIPTION: SEQ ID NO: 345: 

Ser Pro Leu Xaa Phe Cys Va-1 Val Leu Leu Leu Gin Ala Ala Arg Gly 
15 10 15 

40 Tyr Val Val Arq Lys Pro Ala Gin Ser Aurg Leu Asp Asp Asp Pro Pro 
20 25 30 



30 



3^ 



45 



Pro Ser Thr Leu Leu Lys Asp Tyr Gin Asn Val Pro Gly lie Glu Lys 

35 40 45 

Val Asp Asp Val Val Lys Tvrg Leu Leu Ser Leu Glu Met Ala Asn Lys 

50 55 60 



Lys Glu Met Leu Lys lie Lys Gin Glu Gin Phe Met Lys Lys He Val 

50 65 70 75 80 

Ala Asn Pro Glu Asp Thr Arg Ser Leu Glu Ala Arg He He Ala Leu 
85 90 95 

55 Ser Val Lys He A^-g Ser T^^rr GLu Glu His Leu Glu Lys His Arg Lys 

100 105 110 



60 



Asp Lys Ala His Lys Arg I>nr Leu Leu Met Ser He Asp Gin Arg Lys 
115 120 125 



BN3DOf:iD -.WO 9B54963A2 I > 
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54. ■ 



I,ys Met Leu l.yr. A^-ri Leu Arg A^n Thir Asn IV^ ^^P Veil Pne Glu Lvg 

130 130 140 

lie Cys Trp C;ly I.,-u C;i%' He Glu T\^r Thr Phe Pro F^ro Leu T\Tr IVi' 

145 :l50 1S=> 160 

Ara Arg Ala Hig A^rq A^rg t'h'.i V.,il Thz Ly:j Lyn Ala Leu C\-g lie Arg 

Ih"^ 170 175 

Veil Phe Gin Glu ^li'ir C; 1 n Ly3 Leu L\'S Lys Au:g Arg Arg Ala Leu L>'S 

1?K) lb5 190 

Ala Ala Ala Ala Ala Gin L\-i G 1 a Ala Lys Am Arg Aau Pre A-p Ser 

195 200 205 

Pro 0^1 a Lys Ala He Pro Ly^ Thr Leu Ly3 Ar-,p Jer Gin Xaa 

210 215 220 



(2) TLFORMATIG'N VOR SEQ iO NO: 3 40: 

[ L ) S LQUKT JC: E G RARAGTE R I ST I C S : 

(A) LF2JGTH : 6 4 amino acids 

( B ) T\'PE : ammo acid 

(D) TOPCLOC7i'; linear 
(xi) SEQLTllI^GE DESGEIPTION: SEQ ID LG: 346: 

Met Gly Ala Pro Ala Ala Ser Leu Leu Leu Leu l,eu Leu Levi Phe Ala 
1 5 10 15 

Gyr; Gy:^ Trp Ala Pro Glv Glv A.ia A.5:n Leu Ser Gin Acp Ago Ser Gin 

2 Q 2 E) 3 0 

Pro Trp Thr Ser A. so Glu Thr Va 1 Val Ala Gly CUy Thr Va 1 Val Leu 
3 S 4 0 4 5 

Lys Gys Gin Val L\'s Asp His Glu Asp Ser Ser Leu Gin Trp Ser Xaa 
5 0 5 5 60 



::ii-hp:-iatihj fo;^ sl^' :l ng: 34'-; 

(i) SEQITKTJGE CliARAGTEKISTIGS : 

(A) LETJGTH: 154 amnno acids 
( B ) Tx ? E : Dsr. mo a c i d 
( D) T0)PO1-Cv:;Y ; 1 m^'ar 
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544 



35 40 45 

Gin Pro Gly Pro Leu Glu Pro Glu Glu Pro A^g Ala Gly GLy Arg Pro 
50 55 60 ^ ' 

Arg Arg Arg Arg Asp Leu Gly Ser .Arg Leu Gin Ala Gin Arg A^g Ala 
65 70 75 80 

Gin Arg Val Ala Trp Ala Glu Ala Asp Glu Asn Glu Glu Glu Ala Val 

35 90 95 

lie Leu Ala Gin Glu G,lu -^lu Gly Vai Glu Lys Pro Ala Glu Xaa His 
100 105 110 

15 Leu .Ser Gly Lys lie Gly Ala Lys Lys Leu Axg Xaa Xaa Glu Glu Lys 
lis 120 125 



10 



20 



Gin Ala Arg Lys Ala G>ln Xaa Glu Ala Glu Glu Ala Glu Arg Glu Xaa 

130 135 140 

Axg Lys A.rq Leu G .u 3er Gin Arg Glu Xaa 
145 ISO 



25 

(2) XNFOP14ATION FOR GEQ ID NO: 34 8: 

{ 1 ) SEQLTETJCE GHAPACTERISTICS : 

(A) LO^GTH: 17 amino acids 
30 (3) TYPE: ammo acid 

{ D ) TOPOLOGY : 1 i near 
(XI) SEQLTH^GE DESGRIPTION: SEQ ID NO: 34 3: 

Met Gin Ly:; Cys Met Leu Ger Ala Leu Val Phe His He Gin Trp 
^5 1 5 10 15 

Xaa 



40 



45 



(2) liMFOPJ-lATION FOR SEQ ID NO: 349: 

(i) SEQUETiCE CHARACTERISTICS: 

(A) LENGTH: 10 ainino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY; linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 34 9: 

50 Met Leu Val Cys Ser Phe Leu Phe Leu Xaa 
15 10 



55 (2) INFOPl-L^TION FOR SEQ ID NO : 3 50: 

( i ) SEQLXNCE CHARACTERISTICS : 

(A) LENGTH: 14 ainino acids 

(B) TYPE: amino acid 
60 (O) TOPOLCOT: linear 
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l-^'H. ■■Jyr, Val :_'t.^ r Arg Ser L,e\i Ana I 'he Xaci 



) rnrOFJ-lATIGN F^';'R SEg id NO: 3SI: 

H ) ( 1 ) r: EQUT^NCE C \ IPvPAC TE R I ST T C S : 

(A) EF1Jl;TM: 18 amine acid.; 

(B) TYPE: ^oinino acid 
'rci'r)LC<r; ; l mear 

I ^EO'^HIJCE EESCE IF'riOrJ : SEQ ID UO : 3SI, 



13 



40 



4S 



50 



■ iTi- :-:a^i Xaa Xaa lie Met Xaa Lea Ala Gly 'D,'r Phe Ala 
1 ^ 10 1^. 



(2) :::Fci->!ATicr-i f^'R de:q id nc^: 3 



::e;ue::""t; ciiaracteristics ; 

(A) LE^JGTH : 62 a^nnino acid^; 
■h) 'T"i'FE : ainmo acid 
' I^ ■ TQPijLCfGY : 1 mear 
30 ( ; : 1 ; SF ,-LTJ J :E DESCT'd PTION : SEQ I D NO : 3 S 2 : 

Met VaJ ol\- G l \* "^^-r V<.il ^'cr ^;cr Phe Sar Phe Pro Pro Val 3er Ser 
1 10 15 

35 Ser l.au :. Pr o Ala ::er Phe Ala Phe Pro Ph- Leu Pro Gly Tbir 

2 0 2 5 3J ■ 

Pro Cys Pr-.. Pn-- L-.-a Tyz Phe Leu Pro Ser Pro Phe Ser Pro Leu Pro 
35 40 45 



.eu Ser Thr Aro S-i Ao.- 5'^r Phe Leu Peu A:::: Gl\' Xa.- 



'^i::CE C?lPv?LACTEKI5TICS : 
( A ) I .Er-Ji"TTH : 3 3 ami no ac i dc 
( P- ) T^i'PE : arnino ac id 



. mear 



:i) SFOI^jSF FESvSPimOK: SEQ IP) NO: 35 G 



60 
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546 



D (2) iriFORMATION FOR SEQ ID NO : 3S4: 

(I) SEQTJENCE CriARACTERISTICS : 

(A) LETJGTH : 24 S ammo acids 
(R) T"fPE: ammo acid 
10 (D) TOPOLCCY: linear 

(XI) SEQUETJCE DEf^CRIPTION: SEQ ID NO: 354: 

Met Gly Giy Ala Ser Arg Arg Val Glu Ser Gly Ala Trp Ala l^^-z Leu 
15 10 15 



15 



30 



45 



Ser Pro Leu Val Le^u Arg Lys Glu Leu Glu Ser Leu Val Glu Asn Glu 

20 25 30 



Gly Ser Glu Val Leu Ala Leu Pro Glu Leu Pro Ser Ala His Pro He 

20 35 40 45 

He Phe Trp. Asn Leu Leu Trp Tyr Phe Gin Arg Leu Arg Leu Pro Ser 

50 55 60 

25 He Leu Pro Gly Leu Val Leu Ala Ser Cys Asp Gly Pro Ser Xaa Ser 

65 70 75 80 



Gin Ala Pro Ser Pro Trp Leu Thr Pro Asp Pro Ala Ser Val Gin Val 

85 90 95 

Arg Leu Leu Trp Asp Val Leu Thr Pro Asp Pro Asn Ser Cys Pro Pro 

100 105 110 



Leu T^-r Val Leu Trp Arg Val His Ser Gin He Pro Gin Arg Val Val 
35 115 120 125 

Trp Pro Gly Pro Val Pro Ala Ser Leu Ser Leu Ala Leu Leu Glu Ser 
130 13''5 140 

40 Val Leu .Arg His Val Gly Leu Asn Glu Val His Lys Ala Val Gly Leu 
145 150 155 160 



Leu Leu Glu Thr Leu Gly Pro Pro Pro Thr Gly Leu His Leu Gin Arg 

165 170 175 

Gly He Tyr Arg Glu He Leu Phe Leu Thr Met Ala Ala Leu Gly Lys 

180 185 190 



Asp His Val Asp He Val Ala Phe Asp Lys Lys T^/r Ly^s Ser Ala Phe 
50 195 200 205 

Asn Lys Leu Ala Ser Ser Met Gly Lys Glu Glu Leu Arg His Arg Arg 

210 215 220 

55 Ala Gin Met Pro Thr Pro Lys Ala He Asp Cys Ajrg Lys O/s Phe Gly 

225 230 235 240 



60 



Ala Pro Pro Glu Cys 
245 



BNSDOCID <WO 



9854963A2 I 
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(2) ::n^oK>i^TioN foh seq id IK)-. 3 5S- 

V i ) £EQ'J ru^JC E C : 1' K R I ST ICS: 

; A ) LETJGTH : "J S cura no ac i ds 

■;B) T~i'PE: i-imno acici 

( iJ ) TCr-0LO3Y ; 1 1 near 
(Xl) SEQUEINCE DES'2RIPTION : SEQ ID NO: 3S5: 

Met L\'s Phe Ser Lovi Leu i^he Peu Pro Met Leu Leu He Leu Lys Pro 
I 1 0 1 S 

Asp L.:^u Phe His He Ser lie Cys Tl-ir Leu Ala Ala Cyr, G Ly Leu Thr 
2 0 2 5 3 0 

F-'he t^ro Xaa 
3S 



(2) rMFOFi-LVriCN FOR SEQ ZD MO: 3 5b; 

( 1 ) S EQLTl! JCE CHAPA-iC TER I ST I C S : 

(A) LI-iraCTH: 2 2 ammo acids 

tP) T'i'PE: .iinirio acid 

1. r:0 TC POLQ :;y : linear 
(XI) SErjUETJCE i:;ESCRI PriOn : SEC ID NO: 3 56: 

Met Leu L'he Phe Phe He Leu His Leu Leu Ser He Met Ser Phe Leu 
1 5 10 15 

Ser Pro Asp He Met Xaa 
20 



(2) :::eormatign fc-r seq id no: 3 57: 

(l) SEQL^CE CHAR.ACTERISTICS : 

( A ) LENGTH : 9 B ami no a c i do 

(P) T^/PE: .immo acid 

{Id T0POLC'3V : linear 
(xH SEQUEIJOE PESGRIF^IGN: SE^ ID MO: 357: 

- 5 10 15 

Val Gin Giy Thr Giu Arg Thr Leu Giy L.eu Asn He Ala Pro Phe He 
20 2- 30 
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54 S 



Thr Ala I 

90 



Phe 



9S 



Val Pro 



(2) IMFORI-IATION FOR SEQ ID NO : 3 58: 

(i) SEQOEMCE CHARACTERISTICS: 

{Ai LETJGTIi: 78 ammo acids 
(Bi T^iPE: ammo acid 
iD) TOPOLCCY : linear 
-Xi) CEQUETICE E-ESCRIPTICN : SEQ ID NO : 3 58: 

Met Ph^ Gly Ala His J^jc j Xaa Trp Gin Gly Ser Val Leu Leu Phe Leu 
1 5 10 15 

Ser Phe Ala Trp Gly Asn Gly Gly Ser Val Thr Phe Ser Asp Val Pro 

20 25 30 

Arg Val Met Pro L.eu Al n ';;ly Gly Pro Xaa Xaa Gin Val Ser Ser Thr 
35 40 45 

25 

Pro Arg Pro Pro Pro .Hi.- •:Un Val Thrr Ser Ser Pro Gly Leu Glu Ser 
50 55 60 

Ala Hi3 lie Val Cys Pr ':;lu Arg Lys Lys Lys Lys Lys Lys 
30 65 70 ' 75 



15 



20 



(2) liNFC'Fl-L\Tr::r] ECK SE-j id NO: 3 53: 

35 

I 1 ) SEQLTENCE CHARACTERISTICS : 

A I LraiGTH : _ 3 1 amino acids 
(B» ^I^PL: amino acid 
(D) TOPC-LOCY: linear 
"^0 txi) SEQLTINCE DESCRIPTION: SEQ ID NO: 359: 

Thr Leu Leu Xaa Phe Leu Xaa Leu Leu Thr Thr Glu Gly Gly Arg Glu 
15 10 15 

45 Asn lie Phe Xaa Gly .\r g lie Leu Xaa Leu Gin Xaa Ser Pro Xaa 
20 25 30 



50 (2) TMFORMATICN FOR SEQ ID NO: 360: 

Ci) SEQUETJCE CHAILACTERISTICS : 

(A) LENGTH: 57 amino acids 

CB) Ti'PE: amino acid 
^5 ( D ) TOPC-LChSV : 1 ineax 

(xi) SEQUE^JCE DESCRIPTION: SEQ ID NO; 360: 

Met Leu Ser Phe Phe lie Cys Leu Leu lie Phe Val His Leu Leu Leu 
Is 10 15 

60 



BNSDOCID -:WG 9354 963 A 2 I 
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L • J u £ r t ' h. e L. 'a 11^-^ o c r A p l^rp Pro F' r o Pro T h i' L ■ ii) • j r A 1 i X a l"\ 

20 2b 'iO 

:!lo L//S lie Lou Ajt'; Leu Met V.il Val Gin Arg Lou Sor Leu Lou Arp 

.•■5 4 0 4^0 

oin Ar;7 L\^s Ar:^ Trp> Sor ^..-lu Ala Xaa 

50 55 



i2 ) I!IFORI-lATL0r-J FOR SKQ iD NO: 361: 

( 1 > S E'::-LTEiNC; K C I LAI^ACTE R I ST I C S 

(A) LI^TJGTH: 3 .imino a 

(B) Ti'PL: ammo acid 
( D ) TO P<: LOGY : 1 1 nea r 

(XI ■ Cr:CUI"J^K:E LEGCRIPTIOr] : 5 

Lyo T^yr Xaa 
1 



(2) iriFORMATIiON F^CR SE:-2 ID UC' : 3 62: 

(ij GE'.KTEl^ICE CHAPACTERISTICS : 

(A) LE^JCTH: 3 2 aj^ino acids 

(B) T/PE: ainino acid 
(D) TOPtjLCGY: Linear 

{ X i ) 3 E';L)UEr-sIC E E esc F: I PTI GN : SEQ ID NO : 3 6 2: 

Trp Ser Ser Ala Ser Ser Ser Trr^ Val Thr Thr Pro Glu Arg lie A^g 
■ - 10 IS 

Pro A.rg Met Ao.p Thr Leu Pro \'al Lys Gly His Phe Leu Ser Met Xaa 

20 25 30 



(A) LENGTPi: 2 8 ammo acids 
( P ) TTPE : amino ac i d 
( Ij) TGP-GLG^jY : 1 1 near 
FObT-TT JC E r P: S G R I Pl^ I on : S FQ ID NO : 3 6 3: 



cids 



EQ ID NO : 361 : 



(xr ) 



\\ O 98/54963 



550 



( L ; S EC'UENC E C ?1^ACT ERISTICS: 

(A) LENGTH: L5 airuno acids 

(B) TYPE: ammo acid 
(D) TOPOLCGY: linear 

1X1) SEQUENCE DESCRIPTION: SEQ ID NO; 364: 

Thr Leu Thr Ser Phe Leu Glu Leu Pro Leu Ala Pro Glu Pro Xaa 
15 10 15 



(2) INFGFl'lP.TICiJ FOR SEQ ID NO: 3 65: 

(i) SEQUENCE CliAPACTERISTICS : 

(A) LEr^GTH: 3 4 amino acids 

(B) T^fPE: ammo acid 
( D ) TOPOLCGY : 1 inear 

(XI) SrlQlJENCE DESCRIPTION: SEQ ID NO: 365: 

MGL His A^q T-yr He Thir Phe Phe Lys Cys Phe Arg Ser Val He Leu 
15 10 15 

Asp Leu Leu Phe He Leu Ser Pro Leu Ser Gin Gly Cys Phe lie Leu 
20 25 30 



(2) INFOPl^ATICN FOR SEQ ID NO : 3 66: 

(i) SEQUETJCE CHARACTERISTICS: 

(A) LENGTH: 6 6 amino acids 

(3) T^^PE: amino acid 

(D) TOmhoy^: linear 
(XI) SE^UEI'^ICE DESCRIPTION: SEQ ID NO: 36 6: 

Met Phe Gly Phe He Phe Leu Leu Leu He Phe Cys He Xaa Leu Cys 
^5 10 15 

Ser Arg Thu: Leu Ser Thr Phe He Pro Lys Leu Val Gly Phe Leu Tyr 
20 25 30 

Trp Lys Phe Ser He A^.n Leu Ser Leu Leu Leu Thr Leu He Lys Lys 
35 40 45 

Lys Lys Lys Lys Lys L^^'S Thr Pro Arg Gly Gly Pro Gly Xaa Gin Ser 
50 55 60 

Pro Pro 
65 



(2) INF0P:M.\TICN for SEQ ID NO: 367: 



(i) SEQ'UENCE CHARACTERISTICS: 

(A) LENGTH: 317 amino acids 
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[ P. } T\ t'V. : Jir, 1 n a c 1 .:i 
{!>) 'TOPOLOGY : linear 
vXi) SEQUFliCE DFSCRIPTIOU: SEQ ID NO: 3^7 : 

Pro Gly Leu Oly Arg Pro Ary Gin Ala Arg Trp Thr Le^ Mot Leu 
1 10 l^ 

Leu L^n: :.;er Thr Aia Met lyr Gly Aia Hi.> Ala Pro Leu Leu Ala Leu 

20 :5 30 

C yr. Hi-, Va 1 As p G 1 y Ar q Va 1 Pro ?h e ,Ar g Pro S e r S e r A 1 a '/a 1 L e ; i 
3S 40 4S 

Leu Thr Glu Leu Thr Lys Leu Leu Leu Cys Aia Phe Ser Le-i Leu Val 
^0 6u 

Gly Trp Gin Ala Trp Pro Gin Gly Pro Pro Pro Trp .Arg Gin Ala Ala 

6b 70 75 80 

Pro Phe Ala Leu Ger Ala Leu Leu Tyr Gly Ala Asn Asn Asn Leu Val 

8 5 90 9S 

lie T:,'r Leu Gin .•\rg T^yr Met Asp Pro Ser Thr Tyr Gin Val Leu Ser 
100 105 110 

Asn Leu Lys lie (^ly Ser Thjr Ala Val Leu T^tt Cys Leu Cys Leu .Arq 
'-1^ 120 125 

His .^g Leu Ser Val Arg Gin CAy Leu Ala Leu Leu Leu Leu Met Ala 
130 135 140 

Ala Gly Ala Cys ^I^vt; Ala Ala Gly Gly Leu Gin Val Pro Gly Asn Th^ 
150 15S ^ 160 

Leu I>ro Ser Pro Pro Pro Ala Ala Ala Ala Ser Pro Met Pro Leu His 
165 170 175 

lie Thr Pro Leu Gly Leu Leu Leu Leu lie Leu T^yr Cys Leu lie Ser 
180 185 190 

Gly Leu Ser Ser Val 'IVr Thr Glu Leu Leu Met Lys Arg Gin Xaa Le\: 

200 205 

Pr:i Leu Ala Leu Gin Asn Leu Pho Leu 'P/r l^hr Pho Gly Val Leu Leu 
^i" 215 220 

Asn Leu -'Uy Leu His Ala Gly Giy Gly Ser Gly Pro Gly Leu Leu G^u 
225 230 235 240 

Gly Phe Ser Gly Trp Ala Aia Leu Val Val Leu Ser Gin Ala Leu /Vsn 
j45 250 25 5 
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>52 



Leu lie Gly Leu Ala Met Arg Lou Tyr T^/r Gly G-t Arg 
305 310 3 15 



(2) IMFOPJ-IATION FOR G Eg ID NO: 3 68: 

(i) SE;-irE:rJGE characteristics: 

10 (A) LETJCTH: 3 1 amino acxds 

(B) T^'PE: amino acid 
(D) TOPC'LCXTi': 1 inear 
(Xi) SEQUETJCE DESCRIl^TIOM: SEQ ID NO: 368: 

15 Met Gly Glu Gin E'ro Hi:; Phe Ser Leu Cys Val Leu Leu Ala Ala Val 

1 S 10 15 



20 



Arg Glu Asp Xaa A3p ?r :) Xaa Val Phe Pro Cys Cys I'he Leu Xaa 
20 25 30 



(2) irJEGRMATIOrJ FC'K SEQ ID NO: 3 69: 

25 (i) SEQiJEiaCE CHARACTERISTICS: 

(A) LEl^IGTH: 4 3 amino acids 

(B) TYPE: amino acid 
(D) TOPC-LCGY: linear 

(xi) SH'^UENCE DESCRIPTION: SEQ ID NO: 369: 



30 



40 



Met Ser Phe lie Ala Leu His Pro Leu Leu Pro Glu Ala Ala Leu Gly 
15 10 15 



Val Pro Gly Gin Ser Pro His Arg Pro Leu Trp Gin Thr Gin '.G/s Cys 
35 25 30 



Val Ala Pro Pi'o Gin Pro Arg Ala Glu Phe Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 370: 



(i) SEQUEMCE CIiARACTERISTICS : 
45 (A) LE2\IGTH: 25 5 amino acids 

(E) TYPE: amino acid 
( D ) TOPOLOGY : 1 inear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37 0: 

50 Met Val Thr Ala Leu Thr Leu Leu Ala Phe Pro Leu Leu Leu Leu His 
15 10 15 

Ala Glu Arg lie Ser Leu Val Phe Leu Leu Leu Phe Leu Gin Ser Phe 
20 25 30 



Leu Leu Leu His Leu Leu Ala Ala Gly lie Pro Val Thr Thr Pro Gly 
35 40 45 



Pro Phe Thr Val Pro Trp Gin Ala Val Ser Ala Trp Ala Leu Met Ala 
60 50 55 60 



BNSDCX'^lD --WO 9854963 A 2 I 
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10 



20 



2S 



35 



45 



50 



ss - 



Thr fjln Thr Phe IVr Ser Thr Gly His Gin Pro Val Phe Pro aU lie 
^^^> 70 7S 3 0 

His Tr-p His Ala Ala Phe Vai '}iy Phe Pro Glu Gly His Gly Ser 7ys 

35 93 95 

Thr Trp Le-a Pro Ala Leu Leu Vai Gly Ala Asn Thr Phe Ala S'->r His 
100 105 110 

Leu L-u Phe Ala Val Gly Cys i-^ro Leu Leu Leu Leu Trp Pro Phe Lt-.j 
115 120 125 



Cys Glu Ser Gin GLy Leu Arg Lys Arg Gin Gin Pro Pro Gly A.sn Glu 

15 i:^o 13S 140 



Ala Asp Ala Arg Val Arg Pro -Mu Glu Glu Glu Glu Pro Leu Met Glu 

145 150 155 160 

Met Arg Leu Arg Asp Ala Pro Jin His Phe Tyr Ala Ala Leu Leu Gin 
165 170 175 

Levi Cily Leu Lys T-.tt Leu Phe lie Leu Gly lie Gin lie Leu Ala '2ys 

190 185 190 

Ala Leu Ala Ala Ser lie Leu .Arg .Arg His Leu Met Vai Trp Lys Val 

195 2 00 205 



Phe Ala Pro Lys Phe He Phe Clu Ala Val Gly Phe Tie Vai Ger Ser 
30 210 215 220 

Val Gly Leu Leu Leu Gly He Ala Leu Val Met Au:g Vai A^sp Gly Ala 

225 230 235 240 



Val Ser Ser Trp Phe Ar^;:; Gin Leu Phe Leu Ala Gin Gin A.rg Xaa 
245 250 255 



40 (2) I^:FOPJ^IATION for SEQ id N'): 371: 



(i' Sr'gUETJSE CHAPAGTLRIGTICS : 

(A) LEIIGTH: 2 0 a^Tuno acids 

! p ) TYPE ; am : r - o acid 

;L) TOPCLCCY: linear 
(x:, SLCGP2:GE CESCRI PTiOri : SE^ ID NG : 371: 

Met Xaa Gly i>ro Trp Gly Glu -Mu Ala Leu lie Arg Leu Fro Th.r Pro 
1 5 10 15 

Ser Gly I-u Xaa 

2 0 
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:> 1 



10 



15 



20 



25 



30 



35 



40 



45 



( D ) TCPOLOG-i- ; U near 
(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 372: 

Met Ala Thu: Leu Glu Xaa Asn Gin Arg Glu Val Asp Arg Glu He P^a 



5 10 15 



Ser I.eu Leu Leu Trp Phe Leu Leu Cys Glu He Val Ser Gly Ti-p Leu 
2 0 o c 

^ 3 (J 

Cys Pro Glu Gly Pro Trp Phe Ser Gin Gly Cys Gin He Lvs Asn 

40 45 

Leu Ser Ser Ser S 



50 55 



er Ser T:,t: Asn Leu Ser Phe Leu Leu Ser Leu Xaa 

60 



f2) I^;FORMA.T^OM for SEQ id 373: 

( i ) SEQUKTJCE CFIARACTERISTICS : 

(A) LENGTH: 40 airano acids 

(B) TYPE: airdno a^id 
( D ) TCPOLOGT/ : 1 inear 

<xi) SEQUENCE DESCRI PTIOM : SEQ ID NO: 373: 

""^^^ ' ^^"^ ^''^^'^ Thr Ser Gin Oys Leu Glu Gly Phe Pne Leu 

' ^ 10 15 

He Phe Leu Leu Asp Phe Asn Pro Val Leu Ala Leu Asp Leu He G^^- 

30 

He Met Arg Lys Ala Ser His Xaa 
^5 40 



(2) INFORMATION FOR SEQ ID NO: 374: 

Ci) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 374: 

Met Val Phe Ser Ala .Arg Val Ser Leu Tyr Thr Arg Phe Lys Val He 
50 ' 15 

Leu L.eu Ser Leu Leu He Met He Leu His Val Cys Trp Val Trp Val 
:-o 25 30 



55 



lie Leu Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 375- 

60 
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15 
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40 



45 



50 



^ :> 



{ 1 ) S EQUEl^JCE CHAFJ\CTE R I ST I C S : 

CA) LEITJGTH : 11 ajnino acids 
(B) r-/PE: r^mo acid 
( D ) TOPOLCGY : 1 mear 

(xii oEQUEllCE DESCRIPTION: SKQ ID NO : 37 S: 

;ly Leu Leu T^^tt lie Met '?yr CVs Acn lie Xaa 
^ 5 ^ 10 



(2) IMFORMATICN FCR SEQ ID NO: 376: 

( 1 ) 3E :)IJEI-]C E CRAP^\CTE R I ST I C S : 

(A) LENGTH: 64 arnino acids 

(B) T^^PE: .immo acid 
(D) TOPC^La^Y: linear 

(XL) SEQUETJCE DESCRIFriCN: SEQ ID NO: 376: 



Met A:.n Asn Glv Leu Leu Gin Gin Pro Ser Ala Leu Met Leu Leu Pro 
Cys ArcT Pro Vai Leu Thr Ser Val Ala Leu Asn Ala Asn Phe Val Ser 



3 0 



Trp Lys Ser Arcj Thr Lys Tyr l^hr He Thr Pro Val Lys Met Arg Lys 
3 4 0 4 5 

er Gly Gly Ara Asp his Tar Gly Gly Asn Lys Asp Arg Gly He Xaa 



30 50 



60 



(2) INFORl-IATICN FOR SEQ luNO: :-.77: 

( L ) S EQl'ENC E CI IAPJ\ STEP I ST ICS: 

■'A) LENGTil: 19 ammo acids 
■.B) T-^PE: .uiiino acid 
f D ) ZX} Pi7LC>3 Y : ] i ne a r 

L-:ij SHQLENCE DESCKI i->TI ON ; SEQ ID NO: 37' 

1 " " ^ ^ '^'^ " ^iO "^"^ 

Leu Leu Xaa 



60 
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60 



Met Az-g Gin His Xaa 
1 5 



(2) Ii\TGrJ<ATION FOR SEQ TD HO: 37 9: 

ii) SEQUFl^CE CHAPACTERISTICS: 

(A) LEiaGTH: 17 amino acids 

(B) T/PE: ammo acid 
(D) TOPOLCGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 379: 



Leu Leu Leu Pro Val Leu Ala Ser .Ser Val Pro S-r His Ser ALa Th- 
I 5 10 



Xaa 



(2) INFORMATION FOR SEQ ID NO: 3 80: 

[ 1 ) SEQUETJCE CHAP^\CTERISTICS : 

(A) LENGTH: 84 amino acids 

(B) TYPE: ammo acid 
( D) TOPOLOGY : 1 mear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 380: 

Met Leu Pro Leu Leu Leu Phe Thr T:,-r Leu Asn Ser Phe Leu His Gin 
1 5 10 15 

Arg lie Pro Gin Ser Val Arg He Leu Gly Ser Leu Val Ala He Leu 

20 25 30 

Leu Val Phe Leu He Thr Ala He Leu Val Lys Val Gin Leu Asp Ala 
35 ^ 40 ^5 

Leu Pro Phe Phe Val He Th^ Met He Lys He Val Leu He Asn Ser 
^0 5S 60 

Phe Gly Ala He Leu Gin Gly Ser Leu Phe Gly Leu Ala Gly Leu Leu 
70 75 80 

Pro Ala Ser Xaa 



50 (2) INI^ORMATION FOR SEQ ID NO: 381: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(XI) SEQL^CE DESCRIPTION: SEQ ID NO: 381: 

Met Lys Leu Ser Leu Phe Leu He Leu Ser Asp Val Phe Tyr Leu Gly 
^ 5 10 15 ■ 



PNPDCX^in <W(^ 9854963 A 2 I 
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557 



Ser Pro X.ia 'rnr Xaa 



(2) iriFC'RI-l-ZnON for 3EQ TD MO: 3H2: 

11) 3 EQUFi- JC E C HAP.^CTER I ST I C S : 

(A) LET^GTH: 2 9 amino acids 

(B) TYPE: amino acid 
(D) TOR0LC>GY: linear 

ix.) F.FQ'U£:i-.JCE DESCRIPTION: SEQ FD F^JO : 3 82: 

M-^ Jly 'rh: Ar^ Arcj Lys i^ly Va 1 Ala Trn Lou For Feu Ala Pro Feu 
' ^ 10 15 

lie Thr- 'Uy L-u Ala Fro Ala His lie Thr Ala Val Xaa 

2 0 



( 2 ; I : J r'O PFLAT I or J FC R F EQ ID MO : 3 8 3: 

' li F E :'L^^ ;C F C HARACTER I ST I C S : 

{ A ) I . HIT JOjT H : 3 4 am mo acids 

( R ) ri'PE ; amino acid 

(F) TOr-^DLOGY: linear 
0-:i! FF2F^\^FE FESCRIPTION: SFQ ID NO: 383: 

Met L\-L Asp F'-u Feu <;ln Pjrg Asn Fro Trp Lys Asn Ser Leu Leu Leu 
^ - 10 IS 



Leu Gir: V"- 



^ a f 



n-ie Leu Vai Cys Ser Lou Thr Gin Leu Ala 



25 30 

Val Xaa 



(2) ir-JFORMATION FOR SEQ ID MO: 3 84: 

FFLFETJCE CHARACTERISTICS: 

'A: FENGTH: 4 7 ammo acids 
I. F 'r-: r' rF am i n o a c i d 
d.F 'IvypOLCXJY : Linear 
^x-; FF.L^:FE 2ESCRIPTICN: SEQ ID TJO: 3 84: 

^let Ser Glu Ser His Lys He Trp Trp (^ys T>^ Arq His Leu Ala Phe 
^ 10 15 
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10 



15 



20 



25 



30 



35 



(i) SEQUETJCE CHAR2i.CTERI5TICS : 

(A) LENGTH: 2 5 ammo acids 

(E) TYPE: amino acid 

(D) TOPOLOGY: linear 
txi) SEQUENCE DESCRIPTION: 3EQ ID NO: 385: 

Met Leu Asn He Met Val Ala Ser Phe Gly Ala Val Leu Val Gin 

15 10 15 

Val Cys ^urg Gly Xaa Gly Gin Gly Xaa 
2 0 2 5 



(2) IMFORMA.TICrJ FOR 3EQ ID fiO : 3 86: 

(i) SEO^JQJCE CHARACTERISTICS: 

(A) LENGTH: 63 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SFQOI-IMCE DESCRI ^>TION : SEQ ID NO: 386: 

Met Gin Leu Leu Leu Leu Gly Leu He A^g Ser Gin Pro Ser Pro Pro 

lu 1 ^ 

Pro Ser Leu Cys Leu Met Leu Cys Pro Cys Leu Pro Cys Leu .Arg lyr 

25 30 

Ser Pro Phe Val Pro Gin His Pro Cys Pro Leu Pro Leu Asp Leu Cys 
3S 40 45 

Leu Ala Gly C-/s Ser Ser Leu Ser Val Gin Asp Lvs ry3 ^e- Tip Pro 

55 60 ' ' 

Tyr Pro He Xaa 
65 



40 



45 



50 



55 



(2) INFORMATION FOR SEQ ID NO: 3 87: 

(i) SEOVKtlCF. CHARACTERISTICS: 

(A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPC'LOGY: linear 

(xi) SEQLrE:iCE DESCRIPTION: SEQ ID NO : 3 87: 

Lys Glu Phe Phe Val Phe Leu Phe Val Cys Leu Phe Trp Leu Leu Ser 
1 5 10 15 

Asn Thr Pro Leu Thr Phe He Ser He He Leu Gin .Arg Lys Glu Thr 
-'3 25 30 

Asn Xaa 



60 (2) INFOF^IATICN FOR SEQ ID NO: 3 88; 
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30 



40 



4S 



50 



( i ) 'JEQUl'lKE CTiAPACTERISTICS : 

(A) LEiINGTH: 14 ami-.^ acivlc 

(B) ri'PE: anil no acid 
(D) TOEOLCK3Y. linear 

1X1) s;-c-i^jcp; DEf:cRiPT:orj; seq id :■]■:■: <oH: 

Ser P::,. Leu M-t Va I L--u Val lie Leu Ala Ala ■-^^'■r: -ro \-a 
1 S 



C^J iriFORMATTOM FOR :-EQ I d NO : 339: 

i 1 ) E'', JEI :c E ACTER I ST ICS: 

( A } L ENGT} I : am ino a ci cis 
(B) Tx'PE: ammo acid 
( D ) TOPDLa:;V : l inear 

;x,) -TrnuHriCE DEECLimor:. 3EQ ID rJO : 3^9: 



10 



^3 

(2) TMT--OR1.1ATION rOR CHQ ID TJO : 3 90: 

i 1 ) EOUKT^C E C liAF AC TERI3TICS; 

(A) Li:rJGTH: 154 ammo acids 

(B) T/PE: iuin.ino acid 
(Dl TOPOLOEA': linear 

(XI } SI::QUEr-JCE DESCRIPTION: SEQ ID NO: 390- 

^^''^ '-y^ '•^■^^■^ -^''^-"J Arg Leu Trp Leu Val Leu Cly G^r Val 

Phe M-r He L..U L^-u lie lie Val Trp Asp Sor Ala Glv Ala Ala 

2^'- 2S 30 



His Phe ^ry^ Leu His Thr Cor Phe Ser .Arg Pro His Thr Glv Pro Pro 
.-.'■u P^v= 1 hr Pro G^y Pro Asp Arg Asp Ar q Giu Leu Irir Aia Asp Ser 



^-^'^ ' Asp Xaa Ph^. Leu .y^r A. x Gly Val Lys Gm 

* ' HO 



o Pro Ala I'ro Gly Ser 

90 -.^ 



Ser Asp Xaa Pro Arg Lys Glu Thr Glu Gin Pr 
-•^^'t; ..lu - ^lu S-.-r Val /v^y? Xaa 'l^r Aso Trp S-r Pro Ai-g Xaa Ala Ar 
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560 



liis Ser Thr Thx Ser Pro Thr Arg See Xaa 
145 150 



(2) iriFOF^l-.TICrJ FOR SEg ID NO: 3 91: 

( 1 ) SEC 'JENCE CHARACTERISTICS : 

(A) LENGTH: 9 ammo acids 

(B) TYPE: ammo acid 
(D) TOPC'LOGY: linear 

(XI) 5F':)UE1JCE CESCRIPTION; SEQ ID NO: 391: 

Met Vai Leu Lea Gly Leu Leu Sei: Xaa 
1 5 



( 2 ) I r r?~OR:-L^T : c r J for s i d ^JO : 3 92: 

(i) SEC'MI-LNCE Ctl^vPACTERISTICS : 

(A) LETJCTH: 61 .ammo acids 

( 5 ) T^iPr : amino acid 

(D) TCPCLOGY: linear 
(XI } SEOL^ETICE DESCRIPTION: SEQ ID NO: 392: 

Met Cys lie Hiu Val Prie Met Xaa Val Leu Trp Val Leu Phe Leu Leu 
15 10 IS 

Asn Pro Leu Cy :z Thr Gl/ Leu Trp Pro Leu Xaa Asn Cys Phe Ser Val 
20 25 30 

Leu Arg ilis Ala Ai^p Trp Val Leu Gly Ala Asp IVr Lys Gly Glu Glu 
3 5 4 0 4 5 

Leu Asn Arg Hi:> Gin Gly Pro Met Lys Pro Lys Asp Xaa 
50 5.5 60 



(2) INFORMATION FOR SEQ ID NO : 3 93: 

( 1 ) SEQ'JET^^CE CMARACTERISTICS : 

(A) LENGTH: 447 amino acids 

(B) T\*PE: amino acid 
(D) TC'PCiLOGY: linear 

(XI) SE^bnEi^JCE DESCRIPTION: SEQ ID NO; 393: 

Met Leu Leu Gly Leu Leu Met Ala Ala Cys Phe Thr Phe Cys Leu Ser 
15 10 15 

His Gin Asn Leu Lys Glu Phe Ala Leu Thr Asn Pro Glu Lys Ser Ser 
20 25 30 

Thr Lys Glu Thr Giu Arg Lys Glu Thr Lys Ala Glu Glu Glu Leu Asp 
35 40 45 

Ala Glu Val Leu Glu Val Phe His Pro Thr His Glu Trp Gin Ala Leu- 
50 55 60 
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Gin Pro Gl\' Glr: Ala 1 Pro Ala Giy Srjr flis Val Ar^ G^u 

c. 5 7 0 7 S 

Gin Thr Gly Glu ^^jrg Glu Ala Lys Leu Gin TVr CGiu A-Tp A'/:: 
5 85 9G 

Asn A3n Le>..i Lys Gly Lys .\rg Leu A^p lie Asn Thr A_;:r- Thr 

100 ICS ilO 

10 Ser Gin Ar.^ Leu Lys Ser Ala L^-u Ala Lys Phe Lys Glu Gly 

II': 170 125 

Me.'t Glu .7er Ger Lys Glu Asp Lys Ala Arg Gir; Ala Glu Val 

13 0 1 3 s l; 0 



15 



30 



45 



Leu Phe .\rg Pro lie 7;lu Glu Leu Lys Lys Asp Phe A^p Glii 
14S 150 15S 



Vax Vai iie uiu ihr Asp Her K-in lie Hec va i /vrg Leu ^ie 

20 165 170 

Phe Asn Gei Ger Ser Ser Ser Leu Glu Glu Lys LI « Ala .Ala 

ISO 185 190 

25 Asp Leu G.iu T^^r T:,^r '/al His Gin Met Asp Asn Ala Gl:\ A^p 

195 200 205 

Ser Phe Giy Gly Leu Gin Val Val lie Asn Gly Leu Asn Ser 

210 215 22 0 



Pro Leu Val Lys Glu 'L^.n: Ala Ala Phe Val Leu Gly P^a Ala 

225 230 235 



Ser Asn Pro Lys Val Gin Val Glu Ala lie Glu Gly Gly Ala 

35 245 250 

Lys Leu Leu Val lie Leu Ala Thr Glu Gin Pro L^ru Tr_r Ala 

260 265 270 

40 Lys Val Levi Phe Ala Leu O/s Ser Leu Leu Arg His Phe Pro 

275 280 235 

Gin Arg 7;ln Pne Leu Lys L^-u Gly Gly Leu Gin 7'al [.eu Au-g 



Vai Gin Glu Lys My Tnr Glu V.il Leu Ala 77i 1 A:;; O'al Val 
3 0 5 310 3 15 



Leu T^/r Asp Leu Val Thr Glu Lys Met Phe Ala Glu Glu Gl.u 
50 325 330 

Lrr^u Thr '7 An ilu "A^:-z Ser Pro Glu Lvs Leu Gin G- 1 n 'T-/r A.ra 



6{) 
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TYir I.eu Gly Val Leu Leu Thr 

33b 350 



Pro Gin Leu Gly Arg Thr Leu 
405 



41 : 



.2 Glu Gy-r Gin Val 
415 



Leu Ala Ser Leu Glu Leu Gin 
i20 



::p Gly Glu 
425 



Glu Gly T-yr ?he Gin 



10 Glu Leu Leu Gly Ser Val ^-Jzn 
435 



Leu Lc;U L\' 



ueu .".rg ^.aa 
445 



\^ (2) rMFOPl^IATICM PGR S1:Q ID :G : 3 54: 

11) SEQLT:^]GE GHAPAGIGI^^GGLIGS : 

;A) L3^:GTH: 2 4 a.-Tiuno acLdis 
•3) TG'FE: ammo acid 
20 ID) GCFG'LOG/: Imea^r 

{ X 1 ) SE^H JErJGE DES<: R I PG 1 5 : J . GZQ "ID : G : 3 9 4 : 



25 



Met Val lie Ser T-fz Val Thr ?ne Tr^ Pro '/al S^er Ala Asn C/s Ph-^: 

1 5 10 15 

Phe Asn Va 1 Leu Va 1 Cy/s Phe Gaa 
20 



30 



45 



60 



(2) TNFGRM^TION PGR SHQ ID ^G : 



(A) L^-ZtCrTr.: 24 ar^no acra^ 
35 (3) T'/FE: ainina acid 

{ D ) TG PC'LC'Gf : 1 _n ear 
(Xl) SEQUEXQCE D£G2RIPT:2-N: GEQ ID ::G: 395: 

Glu Leu Leu Phe Leu Leu lie lie lie Leu Glv Glu Ser Leu Ser Asp 
40 1 5 10 15 

Val lie Leu Leu lie O/s Phe Olaa 
20 



(2) IMFORMATIOri FOR SEQ ID TiO : 3 96: 



(i) SEQTJENCE GKAPAGTEPGGTICS : 
50 (A) LENGTI^i 3 5 a;iu.no acids 

(B) TYPE: amino aicid 

(D) TOPOLC<JY: linear 
(XI) SEQUENCE DESGRIPGION: GGQ ID ::0 : 3 96: 



Met Phe Tyr Trp Gly Gly Leu Ser Phe Ti--r Phe Leu Leu Ser Ser Gly 
15 10 15 

Val Gly Phe T>nr Cys Phe Leu Phe Gly Phe Gly Met Glu lie Trp lie 
20 25 30 
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Ala Ala Xaa 

3 5 



( 2) irrrORI-l^TIOM FCR SEQ ID liO : 3 9'': 

(i) SEQimjCE CHARACTEPISTI-rS : 

(A) LEM3TH: 3 euwxno acids 
(3) 'T/PE: ,^inc^ acid 
ID) TCP-: 1.033^: linear 

(XI) SE'^)UErJCE DESCRTF^TION : SEQ ID NO: 397: 

Gly Arq Xaa 



(2) INFORMATION r'OR 3EQ ID NO: 3 9 1-^ : 

{ 1 ) S EOUEr TC E C HA.RACTE I ST I 2 S : 

(A) LEN'^TH: 2^ amm d acidr, 

{ B 1 T'i'PE : aiTMnci aci "1 

(D) TOP'Z'LOGY: linear 
(xi) SEQIjT:NC:E description: SEO id NO: 398: 

Met Lys Leu Ser 1 >eu Leu He Leu Thir Leu Met c;ln Arg T^/r Phe Arg 
1 S 10 In 

Thr He Thr /^sn Ser Leu Cys Lys Xaa 
20 1:5 



(2) INFOF^-lATIf.'-rJ J- OR SEQ ID NO: 3 9:"': 

( L ) s Egi JET ic E c 1 iARAe'n-: r r st i o s : 

( A 1 L ETsIGTrd : 7 9 am mo a c i dc 
{Bj T^iPE: amine- acid 
{ E ) TC PGLCGY : 1 mear 

1X1 ) SEC'irr3NCE DESCRI PTICM : SEQ ID NO : 3 99: 

Met Vin Ala V:.il s^^r Gly Pro Giy Pro Leu Pl:e Cy3 Leu Leu L.^m Leu 

1 - 10 :3 

Leu 1,-u A:^;:j Pro His Ser F'ro Glu I :ir Gly Cy.~ I'ro Pre Leu Arg Ar^ 
20 2S 30 

Phe Giu Tv^r Lys Leu Ser Phe Lys Gly Pro Arq Leu Ala Leu Pro Gly 
3 S 0 4 S 
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(i) ::ecuei-jce cilv^acterigtics : 

(A) LENGTH: 21 ammo acids 

(B) TYPE; a.Tiino acid 
5 ir-) TOTOLCGY: linear 

( X 1 ) 3 EQV ET JC E DESC R I PT I ON : SEQ ID NO : 4 00: 

Met Lys Val Phe Leu Scr Met Pro Phe Leu Val Leu Phe Gin Ser Leu 
IS 10 IS 

10 

lie Gin G-lu Af^p :<3a 
2 0 



15 



35 



50 



(2) INFORMATTON FOR SE^t ID NO: 401: 



(1) SEQUENCE CH-'^AOTERISTICS : 

(A) LEr<riTrH: 257 ammo acids 
20 (L) TYPE: ammo acid 

{ L ) TC'P^OLC-Cr/ : 1 1 near 
(xi) SE^^LTET'ICE LESCRIPTION : SEQ ID NO; 401: 

Met Ala Ala Leu Thr Scr His Leu Gin Asn Gin Ser Asn A^n Ser Asn 
-5 1 5 10 15 

Trp Asn Leu A.rrj Tiii" .^jl' z; Ser Lys Cys Lys Lys Asp Val Phe Met Pro 

2 3 25 30 

30 Pro Ser Ser Ser Ser Glu Leu Gin Glu Ser Arg Gly Leu Ser Asn Phe 
3 5 40 45 

Tirr Ser Thr His Leu Leu Leu Lys Glu A^p Glu Gly Val ^^^p A^p Val 
50 55 60 



Asn Phe Arg Lys Val Arg Lys Pro Lys Gly Lys Val Thr lie Leu Lys 
65 70 . 75 SO 



Gly lie Pro lie Lys Lys Thr Lys Lys Gly Cys .Arg Lys Ser Cys Ser 
40 85 90 95 

Gly Phe Val Xaa Ser Asp Ser Lys Arg Glu Ser Val Cys Asn Lys Ala 
100 105 110 

45 Asp Ala Glu Ser Glu Pro Val Ala Gin Lys Ser Gin Leu A^p A^rg Thr 
115 120 125 



Val Cys lie Ser .Asp Ala Gly Ala Oys Gly Glu Thr Leu Ser Val Thr 

130 135 L40 

Ser Glu Glu Asn Sc^r Leu Val Lys Lys Lys Glu .Arg Ser Leu Ser Ser 

145 150 155 160 



Gly Ser Asn Phe Cys Ser Glu Gin Lys Thr Ser Gly lie lie Asn Lys 
55 165 170 175 

Phe Cys Ser Ala Lys .Asp Ser Glu His Asn Glu Lys T>Tr Glu Asp Thr 
180 185 190 

60 Phe Leu Glu Ser Glu Glu lie Gly Thr Lys Val Glu Val Val Glu Arg 
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565 



195 



Glu }iis Leu H'.z 
210 



100 



Asp lie Leu Lys 
215 



A^ii i^^it uy^ i-^tji t--!'.) i :ir .-uT'-t i^y:--> >*^.;p irrie i nr oi ^.rp /rj.r i^e Prcj 

225 230 235 240 

Arg Asn Thr Asp Arg Lys Lys Glu A^n L-_:,^s Pro Va 1 Liie Phe Gin Gin 
24 5 2 SO 2 55 

He 



(2) IlIPORI'L^TION FOF: SEQ ID NO: 4 02: 

( i ) S EQLTKr^JGL C RAJL^CTER I ST I C G : 

(A) LET-JGTf i ; 42 4 ;irRino acids 

(H) TYPE; ammo acid 

(D) TC'POLCGY: linoar 
{XI ) SEQUENCE DESCRIPTION: SEQ ID NO: 402: 

Met Glu Lys Gin Cys C^ys Scr His Pro Val He Cys Ser Leu Ser Thr 
1 - 10 15 

Met Tyr Thr Phe Leu Leu Gly Ala He Phe He Ala Leu Ser Ser Ser 
2 0 2 5 3 0 

Pjrg He Leu Leu Val Lys T-y-r Ser Ala Asn Glu Glu /Vsn Lys T^/r Asp 
35 40 45 

Tyr Leu Pro Thr Thr Val Asn Val Cys Ser Glu Leu Va L Lys Leu Val 

50 55 60 

Phe Cys Val Leu Val Ser Plie Cys Val He Lys Lys As-p His Gin Ser 
65 70 75 RO 

Arg A^n Leu Lys ^Tyr Ala Ser Trp Lys Glu Phe Ser Phie Met Lys 

8 5 90 95 

Trp Ser He Pro Ala Phe L-u H'l Lri-- Leu Asp Asn L-i'U 1]^ '2a 1 F'he 
10 0 10 5 H 2 

ly^ Val Leu Ser T^— Leu -Sin Pro A La Met Ala Veil I L-.- Phe Ser Asn 
115 120 125 

Phe Ser He He Th.r Thr Ala Leu Leu Phe Arq He Val Leu Lys Xaa 
130 HS 140 
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^^6 



Leu Leu P^.e Arg Asn Giu Cys Pre, Arg Lys Acp Asn Cys Tr^r Ai:i Lys 

195 2 0i.' 2 OS 

Glu Trp Thr Phe Pro Glu Al.a Ly::. Trp Asn Thr Thr Ala Arg Vai Pho 
3 210 215 220 

Ser His lie Arg Leu Gly Met Gly His Val Leu lie He Val Gin Cys 
225 233 235 240 

10 Phe He Ser Ser Met Ala Asn lie TVr Asn Giu Lys He Lei: Lys Giu 

245 250 25S 

Gly Asn Gin Leu Thr Glu Xaa He Phe He Gin Asn Ser Lys Leu 'I^/r 
260 265 270 

Phe Phe 0;ly He Leu Phe Asn Gly Leu Thr Leu Gly Leu Gin Arg Ser 

27S 280 285 



15 



Asn Arg Asp Gin He Lys Asn Cys Gly Phe Phe T^/r Gly His Ser Ala 

20 290 295 300 

Phe Ser '.'al Ala Leu He Phe Val Thr Ala Phe Gin Gly Leu Ser Val 

305 310 315 320 

25 Ala Phe He Leu Lys Phe Leu .^.p Asn Met Phe His Val Leu Met Ala 

325 330 335 



30 



40 



45 



50 



55 



60 



Gin Val Tlir TKr Val He He Thr Thr Val Ser Val Leu Vai Phe Asp 
340 345 350 

Phe Arg Pro Ser Leu Glu Phe Phe Leu Glu Ala Pro Ser Val Leu Leu 

355 360 365 



Ser He Phe He Tyr Asn Ala Ser Lys Pro Gin Vai Pro Glu Tyr Ala 
35 370 375 330 



Pro Arg Gin Giu Arg He ;^g Asp Leu Ser Gly Asn Leu Trp Glu Arg 
385 390 395 400 

Ser Ser (31y Asp Gly Glu Glu Leu Glu Arg Leu Thr Lys Pro Lys Ser 
405 410 415 

Asp Giu Ser Asp Giu Asp Thr Phe 
420 



(2) INFOF-MATION FOR SEQ ID NO: 403: 

(i) SEQUENCE CHAKACTERISTICS: 

{A) LENGTH: 33 amino acids 

(B) TYPE: amino acid 

(D) TOPOLCOY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID MO: 403: 

Met Trp Gly Gin Gly Ser Gin Lys Ser His Phe Ser Asp Leu Vai Phe 
15 10 15 

Gly Vai Arg Glu Leu Cys Ala Gin Pro Ser Asp Pro Gly Ser Pro His 
20 25 30 
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(2) IMFOR.M\TIOrJ FOR £EQ ID NO: 4 04: 

(i) SEOUI::r'ICE rH.^J^CTERISTICS : 

(A) LET^GTH: 8 0 ammo acxds 

(E.) TiPE: ammo acid 

( D ) TC POLOGY : 1 mear 
{XI ) SEQUENCE DESCRIPTION: SEQ ID NO: 4C4: 

Met V a : G 1 n H i ; II o ( U n Pro Ala A la P eu S e r L o u Pe u A 1. a Gin T r r ■ 
1 10 1^. 

Ser Thi- L-ni Va i Gin Glu Pt-u Glu Ala Ala Lou Gin Leu Ala Phe Tyr 

2 0 2b 30 

Pro A.-:r.' A Ui 0"a . OPiu Glu Trp Leu Gl\i 'Glu A::n V.-i 1 Pro So^r Leii 

3 S 4 0 S 

Gin A^.; Leu Gin Xcia Leu Leu Gin Asp Leu Scr Glu Val Ser Ala Pre* 
S3 55 60 

Pro Leu Pro Prr^ Thr Ser Pro G^ly Arg Asp Val Ala Gin A^.-p Pro Xaa 
6 5 7 0 7 5 8 0 



(2) INP-OFPIATIC'FJ FOR SEQ ID NO: 405: 

{ i ) S EQ^JET JC E C HAR/^CTER I ST I C S : 

(A) LET'JGTH: 95 arumo acids 

(B) T\'PE: amino acid 
(D) TC POLICY : linear 

!Xi) 3E:UE::CE DEOORIFTION: GEO ID NO: 405: 



Met Leu Aon Gin GO/ 'P/r Tie Arg 

1 5 

Gly Ser Ptie Scr Ger Pro Ly.^ Pys 
2 } 

Gin Lyis Lys Ala P.eu .Asn Glu Slu 

3 5 4 0 



L^'G lie lie Leu lie lie He Leu 

10 15 

Ala He Leu M^z-t Gly Pne ^.;ln Asn 

25 30 

Gin Thr Thr Gly Val Pro Met Ser 
4 5 
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56S 



10 



9S 



35 



40 



50 



60 



(2) INTORT-l^TION FCR SEQ ID NO: 4 06: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 57 air.mo acids 

(B) T'/PE: ammo acid 
(D) TOPOLOGY: linear 

(xi) SEQUETJCE DESCRIPTION: SEQ ID NO : 40 6: 

Met .Arg Gly Pro Ala Gin Ala Eys Leu Leu Pro Gly Ser Ala He Glr 
1 5 10 15 



Ala Leu Val Gly Leu Ala .^^rg F'ro Leu Va 1 Leu Ala Leu Leu Leu Val 

15 20 2S 30 

Ser Ala Ala Leu Se-r Ser Val Val Ser Arg Thr Asp Ser Pro Ser Pro 
3 5 4 0 4 5 

20 Thr Val Leu Asn Ser Hi;j He Ser Thr Pro Asn Val Asn Ala Leu Thr 

50 55 60 

His Glu Asn Gin TYir Lys Pro ;:;er He Ser Gin He Ser Tnr Thr Leu 

65 70 75 80 



Pro Pro Thr Ti-ir Ser Thr Lys Lys Ser Gly Gly Ala Ser Val Val Pro 
85 90 95 

His Pro Ser Pi'o Tlir Pro Leu Ser Gin Glu Glu Ala Asp Asn Asn Glu 



30 100 



105 110 



Asp Pro Ser He Glu Gli.i Glu Asp Leu Leu Met Leu Asn Ser Ser Pro 

115 120 125 

Ser Thr Ala L^'s Asp T]\r Leu P^p Asn Gly Asp T^/r Gly Glu Pro Asp 

130 135 140 

Tyr Asp Trp Thr Thir Gly Pro Aurg Asp Asp Asp Glu Ser Asp Asp Thr 

145 150 155 160 

Leu Glu Glu Asn Arg Gly Tyx Net Glu He Glu Gin Ser Val Lys Ser 

165 170 175 



Phe Lys Met Pro Ser Ser Asn He Glu Glu Glu Asp Ser His Phe Phe 
45 180 185 190 



Phe His Leu He He Phe Ala Phe Cys He Ala Val Val Tyr He Thr 
195 200 205 

T>-r His Asn Lys Arg Lys He I'he Leu Leu Val Gin Ser Arg Lys Trp 
210 215 220 

Arg Asp Gly Leu Cys Ser Lys Thr Val Glu Tyr His Arg Leu Asp Gin 

225 230 235 240 

Asn Val Asn Glu Ala Met Pro Ser Leu Lys He Thr Asn Asp T\t: He 

245 250 255 

Phe 
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569 



(2) I^:FOR^l/^TION for SE^ id NO: 4 07: 

5 

[ .1 ) S EQ'JHraC E C ^iAP^^CTE R 1 3T I C S : 

(A) LET-JGTH: 62 3 c-unino acids 
( B ) TV PE :: .imino acid 
(D) TOPC'LO::r/; linear 
10 (XI) SEQUENCE DESCRIPTION: SFQ ID NO: 4 07: 

M^:/t Phe M-n Ar cj lie Ala Lys Ala Ala Ala Leu Thr Ar.p Glu Giu 

IS 10 15 

15 S'.'r Ar ; P\':> Asn Trp Glu Glu Phe Gly A^n Pro Asp Gly Pro Gin Ala 

2 0 2d ^0 

TYir Phe Oly Tie Ala Eeu Pro A La Trp Lie Va 1 Asp Gin Ly:^ Asm 



Sei P^•u y.ii Leu L-mi Val Tyr Gly Leu Ala PPse Met Val He Leu 

SO 5S bO 

Pro V.il VcjI Val Gly O'er Trp Trp Tyr Arg Ser He Arg 'T^'r Ser Gly 

25 60 70 70 80 

Asp Gin lie Leu He Arg Thr Thr Gin He Tyr Thr T^.-r Phe Val T>'r 
85 90 95 

30 Lys or.r Ar,:! Met Asp Met Lys ^\rg Leu He Met Val Leu Xaa Gly 

100 105 110 

Ala Ser Glu Phe Asp Pro Gin Tyr Asn Lys Asp Ala Thr Ser Arg Pro 

1] 5 120 120 



35 



50 



Thr Asp Asri He Leu He Pro Gin Leu He Ai'g Glu He Gly Ser He 
130 130 140 



Asn Leu Lys Lys Asn Glu Pro Pro Leu Thr Cys Pro T^/r Ser Leu Lys 

40 145 150 155 160 

Ala Arc: Va i 0- 'U Leu Lt u Ser His Leu Ala Arg Met L\'S iL-j Pro Glvi 

165 170 175 

45 Thr Leu G^u Giu Asp 'Oln Gin Phe Met Leu Lys Lys c-ys Fu-'-> Ala Leu 

L" 0 ISO 1 0 

Leu Gin Glu Met O-al Asn Val He Cys Gin Leu lie Val Met Ala Aurg 

190 200 205 



s n Arg C, 1 u Glu Arg G 1 v i r 'he Arg Ala V r o Thr Leu A 1 a S r L*-M i Glu 
210 210 2 2 0 



60 



wo 98/54963 



PCT/US98/n422 



570 



Val Sor Leu 
275 

5 

Ar.p Glu Lys 
290 

Val Thr Met 
10 305 

Asn He Thr 



15 Gin Thr Met 



Glu Glu Gin 

355 

20 

rnr Lys Gly 
3 70 

Lys Ser Lvs 
25 385 

Leu Pro Gin 



30 Gly Asn Glu 



Gly Ser Asp 



Lys Asp Asp 
450 

Gin Asn Lvs 
40 465 

Gin Arg Lys 



45 Pro Val T>t: 



Leu Tyr He 
515 

50 

His Val C^^s 
530 

Ala Pro Gly 
55 545 

Asp Ser Tyr 



60 Phe Met Arg 



260 

Lys Glu Ser Asp 



T'i^ Glu Glu Val 
295 

Asp lie L.ys Ser 
310 

Val Gly Ser Leu 

325 

Ala Glu Val Phe 
340 

Pro Ala Glu ,As;p 



Gi>' Trr) Gin Gin 

37S 

Lys Lys Lys Pro 
390 

Ser Lys Gin Gin 
405 

Ala Ala Val Lys 
420 

Ser Glu Glu Glu 



Gly Ser Asp Arg 
4^5 

Asp Asp Glu Ala 
470 

Glu Arg Ala Leu 
485 

Ser Leu ^t^^r Phe 

500 

Ala Asp Arg Lys 



Thr Leu Lys Asp 
535 

Lys Pro Gly Asn 
550 

Met Gly Leu Asp 
565 

Leu Lys Pro Val 



265 

Arg His Thr Leu Leu 
280 

Met Ala Val Leu Gly 

300 

Gin Val Leu Asp .^p 
315 

Val Thr Val Leu Val 

330 

Glu Lys Glu Gin Ser 
34 5 

Gly Gin Gly Glu Thr 
360 

Lys Ser Lys Gly Pro 

3S0 

Leu Lys Lys Lys Pro 
395 

Lys Gin Lys Gin Ala 
410 

Glu Asp Glu Glu Glu 
425 

Glu Thr Asn Arg Asp 
440 

Asp Ser Asp .Arg Glu 
460 

Glu Trp Gin Glu Leu 
475 

Leu Glu Thr Lys Ser 
490 

Pro Glu Glu Lys Gin 
505 

Glu Gin Thr Leu He 
520 

Thr Glu Glu Val Glu 
540 

Tyr Gin Thr Val 

555 

Gin He Lys Pro Leu 
570 

Pro Glu Asn His Pro 



270 

His Phe Leu Glu 
235 

Ser Phe Pro Tyx 



Glu Asp' Ser Asn 
320 

Lys Leu Thr Arg 

335 

I le Cys Ala Ala 
350 

A^n Lys Asn Arg 
365 

Lys Lys Thr Ala 



Thr Pro Val Leu 
400 

Asn Gly Val Val 
415 

Val Ser Asp Lys 
430 

Ser Gin Ser Glu 
445 

Gin Asp Glu Lys 



Gin Gin Ser He 
480 

Lys He Thr His 
495 

Glu Trp Trp Trp 
510 

Ser Met Pro Tyr 
525 

Leu Lys Phe Pro 



Phe Leu Arg Ser 
560 

Glu Val Xaa Lys 
575 

Gin Trp Asp Thr 
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57 1 



580 

Ala lie Glu Gly Asp Gl^j A.^p 
595 

5 

Ser Phe Glu Gly Gly Arg Gly 
610 g:5 



535 590 

Gin Glu A£:p Ser G,lu Gly i^he Glu Asp 

600 60S 

^j:g Glu Glu Gly .Arg Trp Trx) Thr 
520 



10 



(?G IMFOHJ>l.ATICN FOR GEQ ID NO: 4 03: 



( 1 ) S EQUKIJCIZ CRARACTER 1ST ICS: 

(At LE:NGTH; 190 amino acids 
1 ^ ( B 1 T/PE : amino ac id 

(Dl TCjPG'LGGY : linear 
(XI) S P.: DE S 1\R I I ON : SEQ ID NO : 408: 

Met Lys Al^ Ser Gin Cys Gys Gys Gy^ Lt^L. Sex Hi:j Leu ueu Aia Ser 
20 1 5 LO 15 

Val Leu Geu Leu i -eu Leu Leu Pro Oilu Leu Ser Gly Xaa Leu Xaa Val 

2 0 2 5 3 (3 

25 Leu Leu Gin Ala Al£i Glu Ala Ala Pro Gly Leu Gly Pro Pro .Asp Pro 
35 40 45 

Arg Pro .\rg Thr Leu Pro Pro Leu Pro Pro Gly Pro Thr Pro Ala Gin 
50 55 60 

Gin Pro Gly Arg Gly Leu Ala Glu Ala Ala Gly Pro A^g Gly Ser Glu 
65 ^0 75 80 

Gly Gly Asn Gly Ser Asn Pro Val Ala Gl^^ Leu Glu Thr Asp Asp His 
85 90 95 

Gly Gly Lys Ala Gl\' Glu Gl^y Ser Val 3 L/ Gly Gly Leu A.la Val Ser 
100 105 110 

40 Pro Asn Pro Gly Asr> Lys Pro Met Thr- Gin Arg Ala Leu Thr Val Leu 
115 120 125 



30 



35 



45 



50 



Met Val Val Ser G,l\' Ala Val Leu Val Tyr Phe Val Val .Arg Th^r V.U 

1 135 :;o 

Ai-'7 Me" Arg Arg Ai'g A:^n \i :j Lys Trur Arg Arg T^'r Gly Val L^u Asp 

145 150 155 16Q 

Thr Asn lie Glu Asn Met Glu Leu Thr Pro Leu Glu Gin Asp .\sp Glu 

165 170 1-^5 

A.sp .A^.p Asp Asn Tnr Leu Phe .\sp Ala Asn His Pr.:> Arg .Ar^i 
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15 



60 



Ala :-^zj Pr:L J r-. Z r- Gin 7h.r Gin Gin Leu Glu Gly 

^^'^ ~1 75 80 

20 Thr A^D Gly Pro "/-I Tnr A^p ?r :> Glu Tirr His L75 Ser Gnr Lys 



Al. 



:lu .^-g 
110 



120 



Ghr Leu Lys 
125 



:o ^er Gly 



^^0 



Asp Glu His Th^ 
140 



Leu 



rg Lys 



Arq Gly 2c-u 1 ^u \ ^ Al:. '/il 2^"^ ?he lie T^r Gly lie 2le lie 

1-^ 1"^ J 155 160 

Leu .r_r G-r P/z Z'-'s .-ur^ Gin Leu Ser Gurg Leu Cys Ajrg .--3n Hir^ 

17C 175 




A J i H : 1 4 amLr.o 3 c i 

{ D J 7G PGLOC72 : 1 1 ne 2jr 
(XI) SZC^^GZ GESGGGTdC::: G3Q 7G NO: 410: 

50 

Met ?he Lys G^/s Leu GLn 7r_r 7nr ?he Leu Phe He X^a Xaa 
1 I 10 



55 



60 



(2) 2:c-GF:^'AG: 



mo acids 
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( I ■ ) TOPOLC''".-V : i ine.-ii 
(XI) SEQUEl^Ci:: :>E:.-;CR: TTIC'N: SEH ID riO: 'Ul: 



10 



15 



30 



35 



40 



4> 



50 



Ala i:^ly Ly:j Leu lie V::o Vai Hi3 Gin Val Ara ''Jl\' L-;.u L\-.: 
i- - 10 ' " 15 ' 

Glu Lyc I if Va 1 Arj 3er Pne Glii Va 1 Por Pro Ar,p Gly c:^rjr Ph^^ Loi: 

Leu Tie Asn Gly He Ala Gly 'lyr Lr^u His L^?u Lt-u Ala Met Lyr; Thr 
3^ 

Ly-; Givi Leu lie Gly Ger Lys lie Ai^n Gly Arq Val A I Ala Ger 

'^'^■^ bO 

Tyu- Phe Ger Ger Asp Ger L-/3 Lys Val 'G/r Ala G^-r Ger Gly Aap Gly 



'^i'J '^-'^1- Val Grp Ar^p Val Ar.n ^;er Ara Lys Gy^ t .r-i i Aicn Arq Ph.- 

Val Asp Glu Gly .Ger Leu Tvr fOly Leu Ger He Ala Thr f-^u" Arcj A^sn 

'-'^'^^ ICS 1 GO 

^^-y ^^i^'^ Ty-r- GLai Ala Gys G^y Ger Asn Gys Gly Val vGal Asn li^ TG./r 
115 120 12S 



Asn Gin Asp Ger Cyr. Leu G^n Glu Thr Aan Pro Lys Pro lie L\'3 Ala 
-30 13 5 140 

Tie Met A^n Leu Val Thr Gly Val Thr G'-r Leu Thr Phe Asn Pro Thr 

I'l'^ 150 155 160 

Thr Glu lie Leu Ala Tie Ala Ger Glu Lys Met. Lys Glu Ala Vai Arq 

16 5 170 175 

Leu Val His Leu Pro Ger G-s Thr Val Phe G-r Asn Phe Pro Val II- 

IRO 185 190 

Lys Asn Lys Asn He Ser His Val His Thr Met Asp Phe Ser Pro /vrq 

195 2 00 2 0 ^> 



Gei" Oiy ^IGt Lri-j Ala Leu 0\y Asn GGi G\-s Gly L'/s Alu L-ai M--r. 

210 2 15 2 2 0 

Arq L-u His His TG^ :^ar A.;p Pr:o 

335 200 ' 



G IGGGPMATIOTJ PGR GEQ IP G^:^ : 4 12 
^'"HA-AoT^-yryy-.- 



^0 
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10 



20 



30 



45 



574 



Giy Ser Ger Ar^.j Gl// Ser Scr Ala Ser Leu Thr Pro Ser Pro Gly Arg 

20 25 30 

Gin Pro Cys Ser .\rg Arq A^g Gly T-.-r Ser Val Gly Arg Arq Ser Ser 
25 40 43 

Pro Pro Asp Gly Ser Xaa 
50 



(2) IMFOF^L^TIOn FOR SK'Z ID NO: 413: 

15 {11 SEQUE.NCE CH/^KACTEHISTICS : 

(A) LEI^JGGH: 3 3 amino acids 
^E) TYPE: amino acid 
D TOPOLOGY: linear 
(XL) SEvUHTJGE DESCRIPTION: SEQ ID NO; 413: 



Met Ser l.eu Gin S^rr Asn Ala Trp Ser Lys Xaa Seu Phe lie Val Phe 
15 10 15 



Leu Phe l,eu Arq Vat Leu Phe Lys Ttir Gly Val Ser Ser Glu Glu Ser 
25 2-] 25 30 

Xaa 



(2) INFOf^^lATIOrJ FOR SE^' ID NO- 414: 



( : \ SE0i..r2NC:E 0H;iJO^CTEKISTIGS : 
35 I A ) IJE^JGTH : 219 ami no ac i ds 

(B) TYPE; amino acid 

(D) TOPOLOGY: Linear 
(xi) SE2UE:I-JCE DESCRIPTION: SEQ ID NO: 414: 

40 Met Ala Val Val Leu Leu Ala Asn Leu Ala Gin Gly Asp Ser Leu Ala 

15 10 15 

Ala Arg Ala lie Ala Val Gin Lys Gly Ser lie Gly Asn Leu Leu Gly 
20 25 30 



Phe Leu Glu Asp Ser Leu Ala Ala TKr Gin Phe Gin Gin Ser Gin Ala 
35 40 45 



Ser Leu Leu Uir. Met Gin Asn Pro Pro Phe Glu Pro Xaa Ser Val A-sp 

50 50 55 60 

Met Met Arg Arq Ala Ala Arg Ala Leu Leu Ala Leu Ala Lys "/al i^^p 

65 70 75 80 

55 Glu Asn His Ser Glu Phe Thr Leu Tyr Glu Ser Arg Leu Leu A^p lie 

85 90 95 



60 



Ser Val Ser Pro Leu Met Asn Ser Xaa Val Ser Gin Val lie Cys Asp 
100 105 110 
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Val I.eu Leii Xaa Trp Prv Vul Kc:Z Thr Ala Val wly Hi 3 Leu Fro 

lib 120 US 

Pro Pro CvG V.il C\'S Ala Cys Val Glu Asn Leu Giu Thr Arp Cys 

130 1j^ 140 

Pro Leu Phe Met '";lr: A^^n H i ;j Leu Ar^ He Gin Phe Thr L-u C-,-o Cys 

145 150 155 160 

Pro Ala i^er Pro Leu Gly LyD Ser Le\i Ser C^\'s Phe Ser Leu Leu Levi 

155 170 175 

Pro Pro Pr:^ Leu Pro Pro Ser Pro Hio A Li Phe Leu Phe Leu Veil Leu 

ISO 13 5 1 9 0 

TKr L-u Leu Pro Ser Gly Pro ^yr Pro Thr Leu I'he Glu Lyo Thr Lyo 

195 200 205 



Leu Cys T:eii H : Ajr'::^ Leu I'hc 



r 1 irr: ^ d c: 



(2) INTOFKATION PGR SEQ ID NO: 415: 

{ 1 ) S EQUHTiP E G I iP^J^ACTEP. I ST I C S : 

(A) L£:MGTH: 5 1 air.ino aci.ds 

(P ) T^^PE : ajumo acid 

( L- ) TO PO LOGY : 1 1 ne a r 
{ :■: 1 ) S EQUElgC E DE 3C R I PT I ON : S EQ I D r JO : 415: 

Met. Leu Pro Asp (:^lu Ser Phe C<ly Leu Leu Leu Ser lie Pro S*^r Leu 
1 5 10 15 

Thr Pro Ser Ala >\la Ala Pro Ser Phe Cys Val P. is Leu M*--t Gin Ala 
2 0 2 5 3 0 

Ser Arg Ser Ser Lys Ai'g Ala Ser His Val Pro Val His Leu leu Trr) 
35 40 45 

'Sly Asp Xaa 



IMP-^'PMATI'^n F'R SEQ ID TJG : 4 1:": 

(i) l-EC'^IGE CHAKACTEEISTIC3 : 

(A) LEMGTH: 50 ammo acids 
( B ) T"/PE : ami no acid 
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35 40 



50 



(2) IiJFOPi-lATION FOR SEQ ID NO: 417: 

( i ) SEQUETsICE CHARACTERISTICS : 

(A) LENGTH: 7 0 ammo acids 

(3) T^iPE: amino acid 

{ D ) TO polo:; Y : 1 mear 
( X 1 ) S E':)UEr JCE DESC R I PT I ON : SEQ ID NO : 417: 

Asp Arg Pro Cy^ Pro Ser Ser Leu Tirp L\'s Vai Phe Pro Leu Leu Leu 
i 10 IS 

Leu Leu Met Arq Leu Phe Pro Leu Pro Val Pro Gly Asn Gin Arq Ala 
20 25 30 

Xaa Leu Pro Hii; Pro Phe Xaa Ala Pro ^\rg Leu Pro Oys Leu Leu Cys 
3 5 4 0 4 5 

Leu Cys Thr Gin Gin Phe Xaa Val Cys Ser His Tyr Leu Pro Ala Gly 
50 55 60 

l\Tr Arg Val Asn Scr Xaa 
65 70 



(2) rMFCFMATION FOR SEQ ID NO : 418; 

(i) SEQ-JETJCE CHARACTERISTICS: 

:A) LF^JGTH: 4 0 amino acids 

\B) TYPE: ,aiTu.no aci i 

'D) TOPOLOGY: linear 
{XI ) SE^LTHJCE DESCRIPTION: SEQ ID NO: 418: 

Met His Glu Lys Ala Trp Asn Leu He Leu Leu Trp Trp Leu Ser Lou 
15 10 15 

Asp Leu Leu Gly Val Ala Lys Thir Ala Met Trp Ala Gin Trp Cys Gly 
2 0 2 5 30 



-eu Asn Asp His Lys Gly Lys X^a 
35 40 



(2) INFORMATIOr] FCR SEQ ID NO: 419: 

(i) SEQL-ENCE CHAR.^CTERISTICS : 

iA) LENGTH: 2 2 ainino acids 
IB) TYPE: amino acid 
iD) TOPOLOGY: linear 

(XI) SECL^ETJCE DESCRIPTION: SEQ ID NO: 419: 



Met Ala Phe Vai Leu Leu Xaa Cys Phe Val Xaa Leu Gin Ser Ser Xaa 



wo 98/54963 



PCT/US98/n422 



15 



2*S 



30 



35 



40 



45 



50 



.y Al^ Val 'Jin Xaa 

2 0 



{2^ rriFCRMATION VOR SEQ ID :: 
(i) SEQUtJ^JCE Crii_R.ACTZ 

(A) l?i:gth: 

(D) TC'FOLXXJY. 
(xi) SKQUEMCE DESCRZ? 

Met Phe Ser L^-u Leu Trp L-u ' 
I 

Ala A.sn Val Thr Ala Ser .Arg ■ 
20 

His Giu 'Gly Phe Srir Xein 
35 



[2] I^T-GRMATIOrj rOR SEQ ID GO: -\2 _ : 

( : ) SEQiTEJ^lCK C^L--P.^G7E_"G GGZ 13 : 
(A) LE:)GTH: 2 2 ^-^r.z 
(3) T'fPE; aiTi^-o £ici- 
( D ) TC' ^DLG^Tr : 1 ^ - - 

(xi) SEQGEiTGz desgr:--: G, : .'g: i: 

Lys Trp :.evi Leu Phe lie Phe _eu G^u /3 
Lou L o u Ser L e u Phe G In G L u .Gr '2 :± 1 



Val Ser Xaa 



'IGr; FOR GE^ IE G^ G 1 1 : 

^EGLrETiCE CHARG^.CTZT^ 1 : 3 : 

;A) EErJGTH: : : : Eirr.i'.z and^ 
{ 3 ) Ti'PE : arr^no ac i :i 
(D) 'rG?OE':>GV: line^.^- 
GEQGEiJGE iG^.'GE I ;^riG'!J i GE' IG 



(A) 
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578 



5 (2) irJFOR14.2^TION FOR SEQ ID NO: 423: 



10 



15 



20 



(i) SEQUENCE CHARACTERISTICS: 

(A) LE^JGTH: 127 a.'nino acids 

(3) -r/PE: amino acid 

(D) TOPOLCOY: linear 
ixi) SEQUE^JCE DESCRIPTION: SEQ ID NO: 423- 

Met Glu Phe Leu Phe Asa Lys Thr Gly Trp Ala Phe Ala Ala Leu Cy^; 
^5 10 IS 

Phe Vai Leu Ala Met Thr Ser Gly Gin Met Trp Asn His 11^ Arg Gly 



2 0 



2S 



Pro Pro T:yr Ala His Lys Asn Pro His Thr G^y His Val Asn T^- 11^ 

40 45 ' 

His Gly Ser Ser Gin Ala Gin Phe Val Ala Glu Thr His I'- -al Leu 

^0 ^5 69 

2:) Leu Phe Asn Gly Gly Val Thr Leu Gly Met Val Leu Leu Cvs Glu Ala 

7b go 

Ala Thr Ser Asp Met Asp He Gly Lys P^g Lys lie Met Cvs V^l Ala 

30 55 

Gly He Gly Leu Val Val Leu Phe Phe Ser Trp Met Leu Ser II- Phe 
100 105 

"^■'^ ^'y"" '^^'^ ^^is Gly Ti/r Pro Tyr Ser Phe Leu Met Ser Ka^-a 



40 



45 



50 



55 



60 



(2) INEORMATIOM FOR SEQ ID NO: 424: 

(i) SEQUETJCE CHARACTERISTICS: 

(A) LENGTH: 69 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUEi;CE DESCRIPTION: SEQ ID NO: 424: 



Met Thr Trp His Ser Arg Glu Ser Phe 

^ 5 10 



Xaa Leu Leu Arg Val Val Ale 

15 



Pro Ser Gin Ala Pro Gly Met Gin Val Ser Pro Ser Gin Arg Ala Trp 
20 25 30 

Arg Arg Pro Leu Hxs Arg Cys His Val Ala Ala Pro .\rg Pro His His 

40 45 

Phe Ala Phe Phe Arg Asn Pro Phe Ser Trp Ser Phe He Lys L-u Leu 

55 60 

Tyr Arg Tyr Leu Xaa 
65 
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570 



10 



15 



C:) IKTOF>L>VriON FOR SEQ ID TJO : 42S: 

( i ) S FQUETJC E C f iAFACTE R 1 3T I C S : 

(A) LET-jGTH; 92 am:no acids 

(B) T^fPE: .iinino acid 
i:-)} TOP^DLCCY: linear 

(xi) SEQLrEX^CE DECCRI Pr ICN : SEQ ID NO: '325: 

Not Giy Leu Lys Leu /^;n Oiy Ary T^-i- He :2er Leu II- L-u Ala Va I 
^ 5 10 IS 



Gin He Ala 7Vr Leu Val Gin ALa Val Arg Ala ALi Gl-, 



2 0 



2 0 



ys A:^n 



2() 



Ala Val Lhe Lys Gly Phe Ser Arp Cys Leu Lou Lvs Leu Glv A5:p T^^r 

Trp Pro Thr Thr Arg Ser Leu Glv Arg Gin Asd Glu Iii3 G^n ^^^^p r,^-r^ 

--^ 55 ' 60 ' 

^''^'^ Leu Gly Gly Phie Pro Gin Leu His Gly liis Ser Pro Tvr 

65 70 75 BO 

Gly Leu Pro Gly Arg Gly Glu /^rg IVr Val Gly X.ia 
85 90 



30 



35 



40 



45 



50 



(2) IlJFCKJ^tATION FOR SKQ ID NO. 426: 

! 1 ) GE^^L^E^JCE G:L^^AGTER1GTI0S : 

(A) LirNGTH: 3S0 air^.mo acidc 

(B) T\'PE: ammo acid 
(D) TOPOLC<";V: linear 

(XI) SEQiniNGE DESCR I Fl I ON ; SEQ ID NO ; 426: 

Met Ala Arg .Arg Ser Ala Phe Pro Ala Ala Ala Leu TriD L-u -^rp S-r 
^ S 10 ^ ^ ^" 



Lou Lt'U 



-u :.*ru A. a L-u Ar.;i Ala Glu A^a 



.10 4 5 

'ly Pne C;lu Glu Asp He Leu He Val Ser Glu Gly Lys Met Al. 



Mi::; >iep --^r.e A:g 1 Ala 



f>() 
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5. SO 



Tie Met Ala Asp Pro Thr Vai Asn Val Pro Leu Leu G L/ ''^1 i--,-, 

115 120 125 

Hi5 Lys Ala Ser Val Val Gin Val Gly Phe Pro Cvs Leu G^'/ I ^ Gin 

3 130 135 140 

Asp Gly Val Ala Ala Phe Glu Val Asp Val lie Val Met Asn '^e- G'u 

150 155 ^ 160 

10 ■:;ly Asn Thr He Leu Gin Thr Pro Gin Asa Ala He Phe Phe L\'3 Thr 

165 170 175 



Cys Gin Gin Ala Glu Cys Pro Gly G.ly Cys Arg Asn Glv Glv Ph'e Cys 

18^' 185 ^ ^ 190 

Asn Glu Arq Arg He Gys Glu Gys Pro Asp Gly Phe His Gly F'ro His 

l'^""* 200 205 

Cys Glu Lys Ala Leu Cys Thr Pro .\rg Cys Met Asn Glv Glv L-u r-ys 

210 215 -0 ^ ^ 

Val Thr Pro Gly Phe Cys He Cys Pro Pro Gly Phe H^ Glv Val Asn 

---5 230 235 ^ ' 240 

25 c:ys Asp Lys Ala Asn Cys Ser Thr Thr Cys Phe Asn Gly Gly Thr Cys 

245 250 255 



15 



20 



30 



Phe Tyr Pro Gly Lys Cys He Xaa Pro Pro Gly Leu Glu Gly Glu Gin 
2^^0 265 270 

Cys Glu He Ser Lys Cys Pro Gin Pro Cys Arg Asn Gly (.2ly Lys Cys 
27 5 2 80 2 35 

^^^^ Lys -ys Lys Xaa Ser Lys Gly H'r Gin Gly Asd L^u 
295 300 

cys Ser Lys Pro Val Cys Glu Pro Gly Gys Glv Ala His Glv Thr Cys 

3C5 310 - 3-^5 - 



40 



45 



50 



His Glu Pro Asn Lys Cys Gin Cys Gin Glu Gly Trp His Gly .Arg His 
325 330 335 

Cys Asn Lys Arg T^-r Glu Ala Ser Leu Lie His Ala Leu Arg Pro Ala 
340 345 350 

Gly Ala Gin Leu Arg Gin His Th^ Pro Ser Leu Lys Lys Ala Glu Glu 

360 365 

Arg Arg Asp Pro Pro Glu Ser Asn Tyr He Trp Xaa 
^"^0 375 380 



(2) IML^OP>lATION FOR SEQ ID NO- 427- 

55 

(i) SEQL^^CE CHAPACTERISTICS : 

(A) LETJGTH: 2 4 amino aci-ds 

(B) TYPE: ammo acid 
(D) TOPOLOGY: linear 

60 <>^l) SEQUETJCE DESCRIPTION: SEQ ID NO: 427; 
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581 



Met Thr Ser Ar.n Leu Leu Leu Leu Tlir Leu Leu Ly3 Ae-p _.ur L-ru 



5 Xua Leu Ala Lys Xaa Asn Xaa Xaa 
20 



10 {::) I r IPC RMAT I ON for SEO I^' NO: 423: 

( I ) S EC:' UETiC E C HAJ^ACn^ KR I ST I C 3 : 

(A) LETJGTH: 4 7 auiino g::iu3 
( 3 ) T/ PL : am 1 no ac i d 
15 {D) TO PCjl^O^i : 1 1 n e a r 

OEvlT^iCE LL3CRIPTICN: 3R2 "2) ::C : 42 = 

Met Ar_; Mis liis Tar Gin Leu Asn Pae lie ?he Leu 

1 '3 



20 



Pae Leu His Va I Glv Gin Ala Gly L.ai Lvs Leu Pro Thr Per Gly 

20 ' 2^ .^0 

Xaa A La G\'s Phe Gly Leu Pro Lys Val Leu Gly L':;U Gin A_a Xaa 

35 40 45 



30 



(2) ir^rp'ORMvriON foi-: gp:q id no: 42 9: 



!i) GRQIPRIJGE GHAKACTERISTIGS : 

(A) LET-JGTH: 5 amint:i aci:us 
P .' Ti'PE; : '.^mc ac id 
: L ) T POLOGY : 1 1 near 
35 (XI) GEGGEirJCE DEGGRIPTION: SLQ ID NO: 429: 

Met Gys Per r-^-.V' Xa.i 

1 2 

40 

;2) irn-x^pp:ATL'^:: F'PR peq id :jG: 4:^0: 

<\) PP2'^..rEIP^E CriARAGTERIPTIGG : 
45 LET^iGTH 144 a- : n - a.-i.- 

Ti PE: .ar^mc acid 
iV) TO PO LC^ 2 V : linear 

50 Leu Leu Ser lie Leu Leu Cys Leu Leu Ala Ser Gly Leu Val Val Ph- 



hi) 



wo 98/54963 



PCT/i;S98/11422 



5S2 



Thr Ser L^r-u Ser Ser \.yln lie 
65 70 

3 Thr Gly Lys Ala Glu MeL Gly 

85 

Cys Thr Val Pro Glu lie Leu 
100 

10 

Thr Ser Val Lys lie Ser T^t: 

lis 

Glu Thr His His 'V/r Val Asp 
15 130 135 



Gin T^/r Met- Asn Thr Val Val Asn Phe 

7 5 8 0 

Gly Pro Phe Ser T\'r Val ^r^T: Phe Phe 

90 95 

Val His Asn lie Val lie Phe Met Arq 
105 110 

lie Gi'j^ Leu Met Thr Gin Ser Ser Leu 

120 125 

Cys Gly Gly Asn Ser Thr Ala He Xaa 
140 



20 



35 



(2) INFORMATICS FOR SE^ ID NO: 431: 



( 1 ) SEQIJETJCE CH;iJ?ACTEP.ISTICS : 
25 (A) LENGTH: 37 amino acids 

( B) TYPE : amino acid 
(D) TOPC'LOGY: linear 
(Xi) SEr)UENCE EESCRIPTION: SEQ ID NO: 431: 

30 Met Phe Phe Phe Leu Tyr Val Tyr Ser Val Leu Cys Gly Leu Leu Val 
1 5 10 15 



TvTT Pro Ser Leu Pro Ser His Ser Val Ser Leu Val Thr Ser Leu Val 

: 0 2 5 3 0 

Ala Ser Al a Leu Xaa 
3 5 



40 

(2) INECKT-IATION FOR SEQ ID NO: 43 2: 

(i) SEQUENCE CliARACTERISTICS : 

(A) LENGTH: 37 ammo acids 
45 {B} T\'?E: amino acid 

(D) TOPOIXXT/: linear 
t>n) SEQUENCE DESCRIP^riON: SEQ ID NO: 432: 

Met Ala Ser He Asn Ala Val T\-r He His Val Phe Leu Gly Val Cys 
50 1 5 10 15 

Val Gin Ala Thr Ala Ala Cys Pro Trp Cys Ser Gin Cys Arg Xaa Gly 
2 0 2 5 3 0 

55 Ser Val Pro Ser :C3a 

35 



60 (2) INFOP^LATION FOR SEQ ID NO: 43 3: 



BNSDC>?iD -.WO 9854963A2 I > 
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383 



{ 1 } JECUZMCF CtiAKACTERISTICS : 

( A ) L EMCri'l { : 19 2 '^zx\ i n o a c x d3 

iB) T"iPE: ainino .;ici-:l 
5 \D} 'rCPOLC*3V : linear 

ixi) SHQOErK'E DESCRIPTTOrT: SEQ ID MO: 4 3 3: 

M c- 1 l-lG r Ala Ala M e t \' a 1 I . e u 1^ r Sez Leu S e r C v 3 S e r F' r V a 1 1 
1 S 10 IS 

10 

Gin Ser Pro Pro Gly T>ir Glu Ala A-^n Phe Ser Ala Ser /^ag Ala Ala 

20 ^0 

Cys Asp Pro Trp L.ys Glu Ser Gly A:^p He Ser Afjp Ser Gly Xaa Ser 

Thr Thr Ser Gly flis Trr- Ser Giy Ser Ser Gly Val Ser Thr Pro Ser 
50 5 5 6 0 

20 Pro Pro His Pro Gin Ala Ser Pro Eys Tyr Leu Gly Asp Ala Phe Gly 

65 70 75 BO 

.5'er Pro Gin I'hr Asp His Gly l'\ui Glu Thr Asp Pro Asp t'ra Phe Leu 

as 90 



25 



Leu Asp Glu Pro Ala Pro Arg Lys Arg Lys Asn Ser Val Lys Val MeC 
100 105 IlO 



^^.-r Lvs Cys Leu Trio Pro Asn C\-5 Gly Lys Val Leu Arq Ser He Val. 
30 ^ ^ 115 ' 1-0 125 

C; 1 y He Ly s Ar g H i s V a 1 Lys Ala Leu His Leu G 1 y A s p Thr V .i 1 As p 
13 0 12 5 1 -^^ 0 

35 Ser Asp Gin Phe Lys Arg Glii Glu Asp Phe Tyr T-/r Thr Glu Val Gin 

145 150 1S5 IbO 

Leu Lys Glu Glu Ser Ala Ala A La Ala Ala Ala Ala Ala Ala Aso Pro 

^ ^ 17 0 17 5 

40 

sin Ser Leu Gly Leu F'ro Pro Pro Ser Gin Leu Pro Pr'"^ Pro Ala Xaa 



45 



(2) irJEOKl'IATIOM FOR SEQ ID NC : 4 34: 

50 

( 1 ) SEQUEMCE CHARACTr:KISTIGS : 
(A) LE:4GTH : 3 1 :i:v,i::-r> a: 
( P } T\'PE : a:nir; ac i 
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5S4 



25 



5 (2) iriFORMATIOrj FOR SEQ ID NO: 435: 

(i) SEQ\J^:CE CH/m\CTERISTICS : 

(A) LETIGTH: 101 ainino acids 

■;B) T\'PE : cimin<"> acid 
10 (D) TOPOL02r/: linear 

(XI ) SEOUI^vjeE DESCRIPTION: SEQ ID NO; 43 5: 

Met Giy Phe Phe Phe Val Leu £ he Phe Leu T^/r Leu Ala L^.-u Ser /\rg 
1 5 10 15 



15 



10 



30 



35 



Ar>p Trp Ser II.,- Ar.n Phe Leu Lys Asp iUs Arg lie Asn Ph- Phe Val 
Ala Thr Ser T'Le :2er Val lyr Va i Arg Gly Xaa F^ro Xaa Val Pro 



Aid Ago Thr Pr^:. Leu Gly Pro Leu Leu Ser Le*j Trp Leu H His Asn 

SO 55 60 

15 Ala Pht- Phe S-^r I Lj Leu Pro Lys Phe Pro Glu Asn Xaa X.ia Phe Leu 

65 70 75 80 

lie Leu Lys L^'■^ L>_-u '/al Val Glu Met Gly Trp Asp Leu Phe He Ser 
ys 90 55 



Pro Glu Pjsn L\-.;-, Xaa 
10 J 



C2) ILTOFJ-l^TIOri FOR SEQ ID NO: 436: 



(i) sE^;orHr:cE gharacteristics : 

(A) LENGTH: 3 7 ammo acids 
40 (B) TYPE: amino acid 

(D) TOPOLC>SY: linear 
{XI ) SEQUENGE DESCRIPTION; SEQ ID NO : 43 6: 

Met Ala .Arg T^yr Phe He Phe Phe He Leu Val Phe Met Lys Val Ser 
45 1 5 10 15 

Leu A5-.n Thr Thr Trp Pro Ala Pro Arg Pro Ala Thr Leu Arg Thr Ala 
20 25 30 

50 Asn Lys Ser Lys Xaa 
35 



55 (2) INFORMATION FOR SEQ ID NO: 4 37; 

(i) SEQ'UENCE CHARACTERISTICS: 

(A) LEtaGTH: 4 2 ammo acids 

(B) TYPE: amino acid 
60 (D) TOPOLOGY : linear 
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585 



ixi; ^'EQUKNCE DESCRIPTICM: SEQ IP TjO : 43'^: 

Phe ::'er Tnr He Arg Ser Gly Leu Thr Anp Ai-.:^ Ser '/.^I Asn ^h- 

1 S 10 i-^ 

Phe L-u Ph-r- L-u Ar^p Val Pro Asp Cys Arg P^-u Va 1 A..'r: : 1 -r- "PP-i P- 

-0 2S 30 

Met Ala Ai:=n Ser Thr Val Tlar His Ala Xaa 

10 iS 40 



15 



2^ 



40 



50 



(2) IrJFORi-L-\TICN FOR SEQ ID NO: 4 38: 



(!) S EQUHT-jC E CHAFASTER I ST ICS : 

■;A) LET^GTi-i : 1 amino acid.s 
;B) TYPE: amino acid 
; D) TOPOLCOY : 1 mear 
20 ;x:) SEQUENCE DESCRIPTION: SEQ ID :KJ : 43": 



(S) INT-'"ORr4ATICr-] FOR SEQ ID NO: 43 9: 



( 1 ) S EQaE^]C E C H.^ACTE R I ST I C S : 
30 (A) LETIGTH: 2 5 amano acids 

(B) T/PE : ammo acid 
( D ) TOPC)DC)0"V : 1 1 nca r 
(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 4 39: 

35 Met. Pro Ti-p Arc; ^vi'g Ala Gly Leu Met: Met P.eu Pro lie He Thr Gly 
1 S 10 IS 



:y:.. Ser Ala ^er He Xaa 
2:"' 2 5 



(2) IMFCRMATICN E^ ^'H SEQ ID rJO : 440: 

45 SEQ'.^ICE CHAi^ACTERISTI':'S : 

tA; LE>^GTH: 5 4 ammo aciJs 
(3) ITPE : amino acid 
(D) TGPOLOSY: linear 
(XI ^ SEQUENCE DESCKI ION : SEQ ID NO: 445: 



Mr?t Tyr 2 — : Cys lys Tni Va l Lys V* "i 1 L'.-u I L" 
1 ' I'- 



Of ) 
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50 



5 (2) iriFOP>IATIOrJ fop SEQ id mo? 4 41: 

( 1 ) SEO ' JET JC E CKAF^CTE n I ST I C S : 

(A) LETJGTH : 4 2 a^Tiino acids 

(B) Ti PE : ammc' acid 
10 ( D ) TO TOLC^O Y : linear 

(XI ) SEQUEI^JCE DESCRIPTION; 3EQ ID NO: 44 1: 

Met Thr Aia Levi Val Trp Ara Dys 3iy Pro Asp Oiy Gly Ser .--^^'.j Lys 
1 t 10 15 

Pro lie Leu Levi Leu Phe Vho Phe Leu Pro Leu lie Leu Cys Phie His 
2 2 5 3 0 



15 



Ser Phe lie Hi.:; Ser Ser Asn lie Cyr^ Xaa 
20 3 5 40 



(2) IMF0RI4ATI0M FOR SEQ ID NC- 442: 

25 

( 1 ) SECUET^JCS CHAi^ACTERISTICS : 

fA} LKT-JGTH : 6 6 £imrno acids 
iB) T\^PE: amino acid 
( D ) TOPOLOGY : 1 mear 
30 (xi) SEC»UE^:CE DESCRIPTIOr]: SEQ ID HO: 442: 

Met Phe Leu Thr Thr Trp Phe Leu Leu Leu Ser 2'al Ala Trp Xaa Ala 
1 5 10 IS 

35 Leu Thr Arg Ser Giy .^^g Ser Cys Leu Pro Leu Val Gly Arg Pro Arg 
2 C- 2 5 3 0 



40 



50 



Glu Glr: Ser F^ro Ar^ Thr His Cys Ala Ala Ser Ser Thr Lys Glu Arg 

35 40 45 

Asn Ser Asp Pro Gin Pro Ser Pro Pro Glu Val Val Gly Pro Leu Trp 

50 55 60 



Ser Xaa 
45 65 



(2) irJFOPJ-lATIOrJ FOR SEQ ID NO: 443: 



(i) SEQTJE^]CE CHAR.ACTERISTICS: 

(A) LE^JGTH: 156 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOG-/: linear 

55 (xi) SEQIIEIJCE DESCRIPTIC'N: SEQ ID NO: 443: 

Met Lys Ala lie Gly He Glu Pro Ser Leu Ala Thr Ty^ His His He 
15 10 15 

60 He Arg Leu Phe Asp Gin Pro Gly Asp Pro Leu Lys Arg Ser Ser Phe 



BNSD-OCID <WO Pe [-^4963 A 2 I 
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SX7 



ile II.- 'I^-T A-p lie l-U^L Asn 'Jlu Lt-u Mt.-t. ':;ly L.y^ Ar^ Ph- /'-'r i^r') 

3S 40 -1^ 

5 

Ly:i Ar.p I'ro A^p Ai:p A:jp Ly- PhK- Phe CUn ^i'^^i Ala M*-C l^^:'r T1-- C/n 

50 ^0 

5; or Ser Leu Ara Asp Leu Glu Leu Ala 'I^/r Gin Val Hi3 Gly L-u Leu 

10 6S 70 75 80 

Ly^; Thr Gly A::p Asn Trp Lys Phe He Gly Pro Asp Gin Hi:; Ai 7 A:jri 

85 ?0 ^'^ 

15 Pr:r' Tyr IVi^ ^'^^ ^'V- ^'^e Prie Arp Leu He Gy^ Leu Met: '71u Gin He 

100 105 110 

Ai^p Veil Thr Le\i Lyr> Trp ^Pyr Glu AGp Leu He Pro Ser Ala T/r Phe 

H5 1^0 1^:^ 

Pre Hin ly-r Gin Thr MeM H-" His Leu L^■u Gin Ala Leu Ann V;i 1 Ala 

130 135 1-^0 



20 



Asn Arc7 Leu Glu Val He Pro Lyn He Trp Glu Aa:g 
25 1^35 150 H5 



(0) I^:pcR^^Al'IC^] lor seq id no: 44-1: 

30 

;i) SEvUI-InIGE G?iAPAGTILRTGTIGS : 

(A) LETICTH: 57 amin:> acicis 
(ID T^/PL: ammo acid 
(P) TGPOLC/^Y : linear 
35 ixi) SEQUL:I1CE PEGGRrPTIGrJ: SFQ ID i:0: 444: 

r-Pt His Pne Le': Phe Arq Ph- He Val Phe Phe l^/r L^:U Tr--.) Gly Leu 
I 5 10 10 

40 Phe Thr Ala Gin Arg Gin Lys Lys Glu Glu Ser Thr Glu Glu Val Lys 

0 0 0 ^ ^ 

H- Go O'll 1,'_'U His A^a Pr-> Gin A.-n Gys ser L\-s Thi' G^ 1 P-,-s Lys 

45 

G^y Asp P-,-u L^;u Lys vO\'s I'ro P-c^u X.ia 

50 05 



50 



Tr:rGRr-OATI^'T: FOR GFG ID TIG: 445: 



M- ^ A: : O'hr Gvs i Pn- A.s: 
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10 



25 



40 



Val His Thr Thr I,eu Ser Lys Snr Arn Ala Lys I-ys Ala Ala Ser L\ 



Thr I.eu Lsu Glu Lys Ser Gin Phe Setr Asp Lys Lro Val Gin A^sp Ar(j 

35 40 45 

Gly Leu Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His 

SO 55 bO 

Arg Ser Tyr Cys Ser Ala Lys Ala Arg Asp A^g Hi-S Phe Ala Gly Asp 

65 70 75 80 



Val Leu Gly T^/r Val Thr Pro Trp Asn Ser His Gly ^Lyr .A:^p Val Thr 

15 BS 90 95 

Lys Val Phe Gly Ser Lys Phe Thr SSln lie Ser Pro Val Trp Leu c;ln 

100 105 110 

20 Leu Lys Arg Arg Gly Arg Glu Met Phe Glu Val Thr Gly Leu His Asp 

US 120 125 



55 



Va 1 Asp Gin Gly rg> I-le t Aar g Ala Va 1 A r g L\' s H i s A 1 L \/ s \j ly L i 

130 135 140 

His He Val Pro ;vrg Leu Leu Phe Glu Asp Trp Thr T^y-r A^^p Asp Phe 

145 150 155 160 



Arg Asn S*al Leu A.r:p Ser Glu Asp Glu lie Glu Glu Leu Ser Lys Thr 
30 16S 170 175 

Val Val Gin Val Ala Lys Asn Gin His Phe Asp Gly Phe Vil Val Glu 
180 185 190 

35 Val Trp A^n Gin Leu Leu Ser Gin Lys Aarg Val Gly Leu lie His Met 
195 200 205 



Leu Thr His Leu Ala Glu Ala Leu His Gin Ala .Arg Leu Leu Ala Leu 
210 215 220 

Leu Val lie Pro Pro Ala He Thr Pro Gly Thr Asp Gin Leu Gly Met 

225 230 235 240 



Phe Thr His Lys Glu Phe Glu Gin Leu Ala Pro Val Leu A.sp Gly Phe 

45 245 250 255 

Ser Leu Met Thr Tyr Asp Tyr Ser Tlir Ala His Gin Pro Gly Pro A^n 
260 265 270 

50 Ala Pro Leu Ser Trp Val Arg Ala C\'S Val Gin Val Leu Asp Pro Lys 

27 5 2 80 2 85 



Ser Lys Trp Arg Ser Lys He Leu Leu Gly Leu A^.n Phe Tyr Gly Met 

290 295 300 

Asp Tyr Ala Thr Ser Lys A^p Ala Arg Glu Pro Val Val Gly Ala Arg 

305 310 315 320 



Tyr He Gin Thr Leu Lys Asp His Arg Pro Arg Met Val Trp Asp Ser 
60 325 330 335 
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c;ln Xda Ser Glu Hi3 i'hfj ?ne -JA^i T\'r l.ys l.yr. Ser A::; :^'-r 'J i v An 

340 345 3^1:0 

Hi3 Val Val Phe 'l^T E^ro Trir Lt:U Ly::; .A?r L-u Gin V.il Aiq Lou G 1 1 : 

355 360 '^o''> 

Leu Ala Arg Clu Leu c;ly Val GLy Val i^er Tie I'rp GLi Lou Ala Ara 

370 ?7S 380 

Ala Trp Thr Thr S^r Thr Ghr Cya Lor Arq Vrp Ala L--: Ai a Li L: -. 

3 85 3 90 3 95 4 00 

Ary Trp Thr Cya Lor Lho L^ai Lor Ilia Gly Vil Ser ''Mu Gin 'L.i I X ia 

405 410 415 



(2) IMFOPJ-IATIotJ FOR LF.Q ID NO: 4 46- 

( i ) S EQ iJFjaCE G } i AR=vC TEK I ST I C S : 

(A) LFNGTH: 64 amino acidis 

(3) T'l'PK: camino acid 

f D } TC PG^LC G Y : linear 
(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 44 6: 

Mot Ala Pro Gly Pro Lou Sor Ala Gin Ala Val Val II- His Th 

15 10 15 

I'hr His Gya Loa Gin Lou Pro Val 'Lrp Cys Lou Ser Lou V/i 1 Sor G] 

2 0 2 5 3 '0 

L-r-^i Lou Gly Ara Ala Pro Pro !iis Asn L^'S Asp Ala Lou Ai'a Pro S^, 
35 4C 45 

Lys Lys Lys Lys Lys Lys Lou Xaa Gly Gly Pro Val Pro ilo Pro Pr 
50 55 60 



(a) irT-"ORLL\TION FOR SEQ ID MGa 4 4'/: 

( 1 ; SEQ UENC E C R-^uG^GTEK I ST I C S : 

(A) LF2JGTH: 20b ainira: acido 
( 3 ) T~r' P E : ajn i n o ac i d 



\V() 98/54963 



5')0 



Gin Giu Gly Ser Giu Pro Val Leu Leu C;lu Gly Giu Gys Leu Vai Val 
3 ■ 4 0 4 b 

Cys Giu Pro Gly Arg Ala Ala Ala Gly Gly Pro Gly Gly Ala Ala Leu 
SO 55 60 

Gly Giu Ala Pro Pro Gly Arg Val Ala Phe Ala Ala Val Arg Ser Xaa 
65 70 75 80 

His His Giu Pro Ala Gly Giu Thr Gly A^n Gly Thr Xaa Gly Ala lie 
85 30 95 

T^-r Phe Asp Gin Val Leu Val Asn Giu Gly Gly Gly Phe Asp A.ra Ala 
100 105 110 

Ser Gly Ser Phe Val Ala Pro Val Ar-] Gly Val T^yr Ser Phe Arg Phe 
115 120 1:^5 

His Val Val Lys Val T>yr Asn Arg Gin Thr Val Gin Val Ser Leu Met 
130 135 140 

Leu Asn Thr Trp Pro Val lie Ser Ala Phe Ala Asn Asp Pro Asp Val 
145 150 155 160 

Thr Arg Giu Ala Ala Thr Ser Ser Val Leu Leu Pro Leu Asp Pro Gly 
165 170 175 

Asp Arg Val Ser Lea Arg Leu Arg Arg Gly Asn Leu Leu Gly Gly Trp 
180 185 190 

Lys Tyn: Ser Ser Phe Ser Gly Phe Leu lie Phe Pro Leu Xaa 

19S 200 205 



(2) IMFOFJ-IATION FOR SEQ ID NO: 44 8: 

(l) SEQL^CE CHARACTERISTICS. 

(A) LENGTH: 62 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44 8: 

Met Ser Ser Leu Leu Ser Ala Gly Leu Gin Ala Ser Leu Cys Gly Lys 
15 10 15 

Xaa Leu Trp Ala Ser Thr Trp Tyr Leu Val Cys Oys Leu Leu Pro Phe 
20 25 30 

Phe His Gin Gly O/s Cys Asp His L\'S Ser Lys Gin Gin Tyr lie Pro 
35 40 45 

Asn Leu Lys Ser Tyr Cys Gly Leu Ser Thr He Giu He Xaa 

50 55 60 



(2) INFORMATION FC'R SEQ ID NO: 449: 
(i) SEQUEIvICE CHARACTERISTICS: 
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i A ) LET JGT>i : 3 1 1"> ar:i i no a c i 'A^ 
ill-) Ti'PI:;: ajnino acid 
( I") ^ TO POLOGY : 1 1 nea r 
(XI) l-KPiniMCI:: UESCFII^riCN; SE^;^ ID :jo: 4^::"^: 

s 

M^-t ^r-r Tlir Lvs Pen Cys iLe Val Gly Gly tie :..;U Lou Val Ph^^ 

15 10 IS 

Gin He He Ala P::e Lou Val Gly Gly Leu lie Ala Pr Gly Pro Thr 
10 20 35 30 

Thr Ala Vai Gor 'lyr Mot Sor Vai Ly£^ Gys Val Asp Aia Aj-cj Ly3 Acn 
3 5 40 45 

15 His His Lys Thr Lys Trp Phe Vai Pro Trp Gly Pro Asn His Gys Asp 

r Q S 6 0 

Lys lie Aig A3p II e G 1 u G 1 u Ala He L"^r o Aa q G 1 vi 1 1 e G I u A la As n 



65 



80 



20 



Asp He Vai Phe Lor Vai His Ho Pro Leu Pro His Met ^^^lu Met Ser 
B5 ^0 ?5 



Pro Trp Phe Gin Phe Met: Xaa Phe He Leu Gin Leu Asp He Ala Phe 
25 100 105 HO 

Lys Leu Asn Asn Gin He Arg Glu Asn Ala Giu Val :ler Met .\sp Val 
115 HO 125 

30 Ser Leu Aia 'lyr Arg Asp Asp Ala Phe Ala Giu Tr-p Thr Giu Met Ala 
130 135 1^0 



35 



His Glu Arcj Val T-ro Arg Lys Leu Lys c:ys l^h.r Phe Thsr Ler .-ro Lys 

145 150 155 1^0 

Thr Pro GLu His Gly Gly Pro Val Ttir Met Asn Vai Met oer Phe Leu 

H5 HO 1^^ 



Ser Trp Lys Leu Gly Leu Trp Pro Met Lys Phe H^r Leu Leu A-^n He 

40 130 135 190 

Arg l>eu Pr:^ V.il Asn ':Vu L\'s Lys Lys H A:-n I '.-^y H-' Gl\' :.^lu 

195 200 ;g;5 



4^ Ho Lys Asp He Ar-g L-.-u Val Gly He H:s Gin Asr: 'Gy 



rL-.' P^^-■• Hs 



Lvs Val Trp Phe Aia Met Lys Thr Phe Leu Thr Pro Lor He Phe He 
225 230 235 240 

50 

He Met Val Trp H'r Trp Arg Arg H- Thr M^_>t M-^ ^^^-^ Ar : r r Pr-> 
245 250 255 
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592 



^90 



Xaa Pro 
305 



310 



2^s 

3^r Val Al; 



300 



Ser Tnr .vaa 
315 



(2) INFORMATION FOR SEv ID NO : 4 50: 

10 (i) SEO'JEI^^CE CHARACTER I ST ICS : 

(A) LEiaC^TH: 2 4 amino acids 

(B) T\'PE: amiac' acid 
(D) TC'PjL.O(SY : linear 

( X i ) S F.QUEr-JC E n-E SC R I PT I ON ; SEQ ID NO : 4 5 0: 



15 



20 



Mot Leu Ala Lt-u Leu Gly Leu Leu Ala Gly Thr Glu riis Pro Pro Gl> 
1 5 10 15 

Pro Gin Gly Pro Gly Pr^j Ser Xaa 



(?. ) INFOPJ^ATIO'r-J FOR SE'J ID NC' : 451: 

25 

Ol ) S EOLTP:NO E oh APJ^vCTER I ST I CS : 

(A) LENGTH: 10 amino acids 

(B) T\T'E: ;imir.o acid 
{D) TOE^:iLO-SY: linear 

30 (XL) 3EQL)B3:CE LESCRIFTION: SEQ ID NO: 451: 

Met Pro Ser G L/ Ala Cys (Oys Ser Pro Xaa 
15 10 



35 



(2) INFOPmTIO'N FOR SEQ ID NO: 452; 



(i) SEQUENCE CHARACTERISTICS: 
40 (A) LEiaGTH: 2b amino acids 

(B) TYPE: amino acid 
{ D ) TO P'JLCGY^ : 1 mear 
(xi) SEQTJErJCE DESCRIPTION: SEQ ID NO: 452: 

45 Met Leu Pro Ala Leu Ser Thr Val Leu Leu Pro Thr Pro Ser Leu Cys 
IS 10 15 



Ser Gly A^n Pro Ar-g Glu Gly Trp Ala Xaa 
20 25 



50 



(2) irJFOFl-IATION FOR SEQ ID NO: 453: 

55 (1) SEQu'ETJCE CHARACTERISTICS: 

(A) LETJGTH: 172 ammo acids 

(B) T'lPE: amino acid 
[D) TOP'OLOGY: linear 

(xi) SEOUE>:CE DESCRIPTION: SEQ ID NO: 453: 

60 



BNSDCX;iD 9854963A2 1 
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Met: 'l\r Ser I.eM H.:s Ser "'ip V:i 1 Giy Leu lie Ala Val lie s 'I^t 

1 - 10 l^j 

Leu Leu Gin Leu :.eu Ser Gly ?he Ser Val Phe L-u Leu I-'ro Trp Ala 

5 2- 

Pro Leu Se-r Leu Arq Ala Phe Leu MeL Pro lie Hir. Vai Tyr :;^^r Gly 

3 5 4 0 4 5 

10 lie Val lie Phe Giy Thr Val lie Ala Thr Ala Leu Met Gly L^-u Thr 

5 0 5 5 '^'^ 

Glu Ly;j Lou lie Phe 3<^z L..-u Arg Asr> Pro Ala TVi' '^^'^ "l^^ii" 1'^-*' t'ro 

65 7C 75 ^^0 

Pre Glu (;ly Val Pne Va : Asn ^rhr Leu Gly Leu Lr-u llt.:^ Leu 55^ii Ph^^ 

H5 90 9 5 



15 



Gly Ala Leu iie Phe arp He V.il Thi. Arg Pro Glu Trp '^y=. .^ur^ Pro 

20 U;0 105 110 

Lys Glu Pio Aon S^-r llir lie Leu His Pro Asn Gly Gly Thr Glu Gin 

115 120 125 

25 Gly Ala Arg Gly Ger Met Pro Ala TV^ Ser Gly Aon Aon Met .\i:p Lys 

130 135 140 



30 



35 



Ser Aop Ser GLu Leu Aon Xaa Glu Val Ala Ala Arg L\'s Arg A^n Leu 

145 150 1S5 150 

Ala Leu /e-.p Glu Ala GG y Gin Aarg Ser ^rhr Met >:^-.a 

1l5 170 



(2) ir':FOF^:i-LATION FOR GEQ ID NO: 454: 



{ 1 ) 0 EQ'Jz: IG L GHA.HAGTER I ST I C 3 : 

( A ) L 1:2 JGTH : 9 6 ami no a o i do 
40 [B] ^r/PE: ammo acid 

( O ) TC^'PGLOGY : 1 1 near 
(>::) SHCVLrJGE LESGRIPTION: GKQ ID LOo 454: 

M-t H:.-: 5'ai L- -1 M^t Ala '"^Ir": V...i 1 Thr Xaa 5' ^ 1 I : ■^^ II-: lor I^nr 

45 1 5 10 II- 

Val Ser Val L-?u OOi 1 Phe Aop Piie ;^rg Pro Ser L-ai Glu Ph-; I he Leu 

2 0 2 5 30 

50 Glu Ala Xaa Ser Vil Xaa Leu Ser He Phe II*^^ Tyr A_;n Ala S^r Lys 
^5 40 45 
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(2) IMFCFI-t^TION FOR SEQ ID NO: 4 55: 

(1) SFQ'-TKM^E CHARACTERISTICS : 
10 (A) LENGTH: 171 amino acids 

(3) r\'PE: amino acid 
( D ) TOPOLOCY : 1 mear 
(XL) 3E'2aF14CE DESCRin^ION: SEQ ID TJO : 455: 

15 Met Arg Gly Pxo Ala Gin Ala Lys Leu Leu Pro Gly Ser Ala He Gin 

5 10 15 

Ala Leu Val Gly Leu Ala Arg Pro Lou Val Leu A La Leu Leu Leu Val 

20 25 30 



20 



3:^ 



Ser Ala Ala Leu Ser Ser Val Val Ser Arg Thr A:-;p Ser i'ro Ser Pro 
3 5 4 0 4 5 



Th.r Val Leu Asn Ser His He Ser Thr Pro Asn Val Asn A L^ Leu Thr 
25 50 55 60 

His Glu Asn Gin Thr Lys Pro Ser He Ser Gin He Ser Thr Thr Leu 
65 70 75 HO 

30 Pro Pro Thr Thr Ser Thr Lys Lys Ser Gly Gly Ala Ser Val Val Pro 

85 90 95 

Hrs Pro Ser Pro Th- Pro Leu Ser Gin Glu Glu Ala Asp Asn Asn Glu 
ICG 105 HO 



Asp Pro Ser He Glu Glu Glu Asp Leu Leu Met Leu Asn Ser Ser Pro 
115 120 125 



Ser Thr Ala L^'s Asp Thr Leu Asp Asn Gly Asp T^n: Gly Giu Pro Asp 
40 130 135 140 

Tyr Asp Trp Thu: Thr Gly Pro Arg Asp Asp Asp Glu Ser Asp Xaa His 
145 150 155 160 

45 Leu Gly Arg Lys Gin Gly Leu His Gly Asn Xaa 

165 170 



^0 (2) IMFORMATION p-QR SEQ ID NO: 4 56: 

(i) SEQUENCE CHJ^ACTERISTICS : 

(A) LENGTH: 92 amino acids 

(B) TYPE: amino acid 
55 (D) TOPOLCKT/: linear 

( X i ) S EQUE^JCE DESCR I PTI 01] : SEQ I D NO : 4 5 6: 

Met Lys Ala Ser Gin Cys Cys Cys Cys Leu Ser His Leu Leu Ala Ser 
1 " S ^ 10 15 

60 



BNSDOCID -.WO 
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Val L^^u Lou L.ou I-u Leu Lou Pro Glu L^:-: 5er Ji'/ Xua Leu X.ia V Ji 1 
20 2S 30 

Leu L^u Gin Ala Ai;i Glu Ala Ala Vtd Gly Xaa Gly Pr Pro A-p Pro 
5 2b 4 0 4 

Ar.^ Lro :,ly Hi:: 'IL- Arg Arq Cyc His Arj Ala Leu Thr Pro Ala Gin 

'-,0 5S oO 

10 Gin Prj Glv Arq Gly Leu Ala Glu Ala Ala Gly Ala Ala Gly Leu Arg 

6:, ^ 70 80 

Gl\' Ar :: Gin 'i'rp Gin Gin Pr o Gy^ Gly Ara Ala >L^a 

00 

13 



[2) : : .TG :G-L^.T I Of J r^e R SEQ I D ^JO : 4 57; 

20 GLpy:::yL gharacterigtics : 

;a; LLTJGTfL 2 06 amino acids 
\ L ' IL' PF. ; am i n o acid 
'r^ ' 'rGPC)LO<"0Y : linear 
( >: i ^ G EGG^-:: JOE P ESCRI PTION : SEC i ID NO : 457: 

25 

I L- O'-r \Gi2 Leu >Li i Tyr Pro His Gys \*al Val Pus Glu Leu Pro Glu 
IS 10 1^ 

Leu T^:r AGi Glu L-r Leu Glu Ala Gly ;--Sp Ser Asn Gin Phe Gys Trp 
30 PO 2 5 3 0 

Arq Asn L-u Ph^' L-r Gys Pie Asn Leu Leu Arg lie l^eu Asn Lys Lou 
3 S 4 0 4 5 

35 Thr Lys Tig L^/s H n.. G-r .Arg l^hr Met net Leu Val Val Phe Lys Ser 

50 55 60 

A La Pre I A- Lev. p-.'s Arg Ala Lt^u Lys IGil Lys Gin Ala Met Met Gin 
65 ^70 7 5 HO 



40 



Leu IG^r Plil L-u L-/s I:eu Leu Lys Val (iln Thr Lys T\^r Leu Gly An 

90 ^5 



Gi.n Iro A: \ L'/s .'-r Asn M-" L\-s 7:ir :-L"'t P-r AG-i lie Tyr Gin Lys 

45 ' i-G 105 11^ 

•Pai Arg Hio Ar ] l.-u Asn Asp Asp Trp Ala T\'r v;ly Asr: Asn Leu Asp 

115 ' 120 i:i5 

50 A3 a Arg Pre Trp Asp Phe Gin Ala Glu -^lu C^/s Ala Leu Arq Ala Ar^n 

130 135 140 



60 
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596 



\rg Glu Val Phe Ser Lys Pro He Ser Trp Glu Glu Leu Leu 
195 200 2C5 



(2) IMFORMATION FOR SEQ ID NO: 4 58: 

(i) SEQiJEI^ICE CHARACTERISTICS: 

(A) LENGTH: 317 amino acids 

(B) T\'PE : ammo acid 
■:D) TOPCjLOGY : Imear 

(xi) SEC'UE^^CE DESCRIPTION: SEQ ID NO: 4S8: 

Met Ala Fro Pr3 Ala Pro Gly Pro Ala Ser Gly Gly Ser Giy Glu Val 
1 S 10 15 

Asp Glu Leu Phe Asp Val Lys Asn Ala Phe Ty-r He Gly Ser Tyr Gin 

2 0 2 5 10 

Gin Cys He Asn G.Iu Ala Xaa Xaa Val Lys Leu Ser Ser E^ro Glu Arg 
35 40 45 

Asp Val Glu Aj:-q Asp Val Phe Leu Tyr Arg Ala T^yT: Leu Ala Gin Arg 
50 55 60 

Lys Phe Gly Val Val Leu Asp Glu He Lys Pro Ser Ser Ala Pro Glu 
65 70 75 80 

Leu Gin Ala Val Arg Met Phe Ala Asp Tyr Leu Ala His Glu Ser Arg 

85 90 95 

Arg .Asp Ser He Val Ala Glu Leu Asp Arg Glu Met Ser .Arg Ser Xaa 
100 105 HO 

Asp Val Thr Asn Thr Thr Phe Leu Leu Met Ala Ala Ser He Tyr Leu 
115 120 125 

His Asp Gin Asn Pro Asp Ala Ala Leu Arg Ala Leu His Gin Gly Asp 
130 135 140 

Ser Leu Glu Cys Thr Ala Met Thr Val Gin He Leu Leu Lys Leu Asp 
145 150 155 160 

.Arg Leu Asp Leu Ala Arg Lys Glu Leu Lys Arg Met Gin .Asp Leu Asp 
165 170 175 

Glu Asp Ala Thr Leu Thr Gin Leu Ala Thr Ala Trp Val Ser Leu Ala 
1^0 185 190 

Thr Gly Gly Glu Lys Leu Gin Asp Ala Ty^r T^y^ He Phe Gin Glu Met 
195 200 205 

.Ma Asp Lys Cys Ser Pro Thr Leu Leu Leu Leu Asn Gly Gin Ala Ala 
210 215 220 

Cys His Met Ala Gin Gly Arg Trp Glu Ala Ala Glu Gly Leu Leu Gin 
225 230 235 240. 

Glu .^^la Leu Asp Lys Asp Ser Gly Tyr Pro Glu Thr Leu Val Asn Leu 
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507 



lie Val Leu Ser Gin His I .ou Gly Ia'S ^^ro Fro Giu Vil T^ir A-;:n 
- 1 1^. ^ 1 ^) 



T^.TT Leu Ser Gin Leu Lys A^:p Al^^ H:3 A:r^u Ser Hi:: Pro 



Lhe He U:: 



Glu Tyr Gin Ala Lys Glu Ai^n Asp Phe Ai^p .Arq Leu Val Leru Gin T/r 
290 -9"^ ^'^'^'^ 



Ala Pro Ser Ala Glu Ala G-ly Pro Glu L.-u Ger C^ly Pi'. 
305 310 315 



{?.) IMFOPJ'lATrON FOR SEQ ID NO i 4 59". 

\ 1 ) G U bl'J e' e' hLAK.- \C 7 E R I ST I G 3 : 

( A ) LEI-]GT}i : 2 6 1 ami no ac i ds 

(5) TYPE : cur.in'D acid 

(D) TOPCLGOY : linear 
(XL) SEOUE^JCE DEGGRIPTION: SEQ ID NO: 459; 

Ara ASD Val Glu Arq AsD Val Phe Leu lyr Arg Ala Tyr Leu Ala Gin 
1^5 10 15 

Pvrg Lys Phe Gly Val Val Leu Af^p Glu He Lys Pro Ger Ser Ala Pro 

20 25 30 

Glu Leu Gin Ala Val Arg Met: Phe Ala Asp Tyr Leu Ala His Glu Ser 
35 ^-lO 

Arg Arg Asd Ser He Val AJ a Slu Leu Asp Arg Glii Me^t: Ser Arg Ser 

50 ' ^5 r.o 

Xaa Asp Val Thr Asn Thr Thr Phe Leu Leu Met Ala Ala Ser Tie IVr 
65 70 ~ 75 eO 

Leu lira Asp Gin Asn Pro Asp Ala Ala Leu Arg Ala Leu His Gin Gly 

35 90 95 

Aso Ser L-T'U Slu CG'S Tl-ir Ala Me^. Thr Val Gin He Leu Leu Lys Leu 
KG; ^ 105 H2 

A-.I3 Arq L^u Aj,i:^ L^-u Ala Aig Lys Glu L-u L\'S Aa- ; ^^-y G.u Asp i.^-u 
115 HC H5 

Asp Glu Asn Aha Th.r Leu Thr Gin Leu Ala Thr Ala Trp Val Ser Leu 
130 ' 135 HO 
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Gin Glu Ala Leu Arp Lys Asp Ser Giy Tyr Pro Glu Thx Leu Val Acn 
195 200 205 

Leu lie Val Leu Ser Gin His Leu Gly Lys Pro Pro Glu Val Thr Asn 
210 215 220 

Arg T"/r Leu Scr Gin Leu Lys Asp Ala His Arg Ser His Pro ?he lie 
225 230 235 240 

Lys Glu T>Tr Gin Ala Lys Glu Asn Asp Phe Asp Arg Leu Val Leu Gin 
245 250 255 

IVr Ala Pro Ser Ala 
2 60 



■2) INFOFI-IATICIJ FOR SFQ ID NO: 4 60: 

ii) seql^jgi: CHAKACTEHISTICS : 

i.A) LET'JGTH: 15-5 ammo acids 

'B) T"iPE: amino acid 

{ D ) TOPOLOG"/ ; 1 inear 
(xi) SEOLTrlMCE DESCRIPTION: SEQ ID NO: 46 0: 

Met. Lys Ala lie G Lv- lie Glu Pro Ser Leu Ala Thr Tyr His His He 
1 5 10 15 

lie Arg Leu Phe Asf) Gin Pro Gly Asp Pro Leu Lys Arg Ser Ser Phe 
20 25 30 

He He Tyi: Asp He Met Asn Glu Leu Met Gly Lys Arg Phe Ser Pro 
3 5 4 0 4 5 

Lys Asp Pro As,p Asp Asp Lys Phe Prie Gin Ser Ala Met Ser He Cys 
50 55 60 

Ser Ser Leu Arg Asp Leu Glu Leu Ala I^yr Gin Val His Gly Leu Leu 
65 70 75 80 

Lys Thr Gly Asp Asn Trp Lys Phe He Gly Pro Asp Gin His Arg Asn 
85 90 95 

Phe T>'r Tyr Ser Lys Phe Phe Asp Leu He Cys Leu Met Glu Gin He 
100 135 110 

Asp Val Thr Leu Lys Trp Tyr Glu Asp Leu He Pro Ser Ala T\t: Phe 
115 120 125 

Pro His Ser Gin THr Met He His Leu Leu Gin Ala Leu Asp Val Ala 
130 135 140 

Asn Arg Leu Glu Val He Pro Lys He Trp Glu Arg 
145 150 155 



(2) Ir^IFORMATION FOR SEQ ID NO: 4 61: 
(i) SEQirENCE CHAPACTERISTICS : 
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(A) I.ETJGTH: 176 ammo acicL^: 
{ B ; Ti'PE. : mv.mo ac id 
\ D ) TC PC.LC-'J'i : 1 1 nea r 
(xi) SFjOVF^'ICE LESCRTPTICN: SEQ ID NO; -461: 

s 

Lvs Asp Ser Lys vJlu Tyr Gly His Thx Phe Arg S^^r Asp Leu Arg Glu 
\ "^5 10 IS 

Glu lie Leu Met Leu Met Ala Arg As.p Lys His Pro Pro Glu Leu Gin 
10 20 25 30 

Val Ala Phe Ala Asp C-/s Ala Ala Asp He Lys Ser AL^ 'IV^ ^1'-^ ^er 
35 40 45 

15 Gin Pro Tie .Ai'q Gin Thr ALa Gin Asp Tr^p Pro Ala Thr ser Leu Asn 
50 55 GO 



20 



35 



5 3 



He Ala lie Leu Phe Leu Arg Ala Gly Arg Thr Gin Glu Ala Trp 



Lvs Met Leu Gly Leu Phe ,Arg Lys His Asn Lys Ho Pro Arg Ler Glu 

85 90 95 



Leu Leu Asn Glu Leu Met Asp Ser Ala Lys Val Ser Asn Ser Pro Ser 
25 100 105 110 

Gin Ala lie Glu Val Val Glu Leu Ala Ser Ala Phe Ger Leu Pro He 
115 1:^0 125 

30 Gys Glu Gly Leu Thr Gin Aurg Val Met Ser Asp PVie Ala Lie Asn Gin 
1.30 135 140 

Glu Gin Lys Glu Ala Leu Ser Asn Leu Thr Ala Leu Thr Ser Asp Ser 
145 150 155 leo 



Asp Thr Asp Ser Ser Ser Asp Ser Asp Ser Asp Thr Ser Glu Gly Lys 
165 170 1G5 



40 



Hi 1 r:F05T:ATlC'N F'TR SL'2 TD TLo 4 52" 

45 

( A ) L F::-;GT H : 3 3 4 arn m o a c i ds 

(B) TYPE: ainir:o asid 
(D) TCKvLOGY : 1 inear 

50 (XI) 5-EGVr:::cE lesgr:?^ig:l seq id ih: 4 6. 



Ser Asp Asn Glu S'"'r Asp He Glu Asp Glu Asp L-u 



60 
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6(X) 



Lvs Val Pro Pro Ala Val lie He Pro Pro Ala Ala Pro Leu Ser Gly 
^0 6 0 

Arg Arg P'^g Arg Pro Thr Lys Ser Lys Gly Ser Lys Ser Ser Arg Ser 



3 65 



7 0 7 5 8 0 



Ser Ser Leu Gly /^n Lys Ser Pre Gin Leu Ser Gly Asn Leu Ser Gly 
85 90 95 

10 Gin Ser Ala Ala Ser Val Leu His Pro Gin Gin Thr Leu His Pro Pro 
100 105 110 

Gly Asn He Pro Glu Ser Gly Gin Asn Gin Leu Leu Gin Pro Leu Lyr, 
115 120 125 



15 



Pro Ser Pro Ser Ser Asp Asn Leu Tyr Ser Ala Phe Tnr Ser .A:.3p Gly 
130 13- 140 



Ala He Ser Val Pro Ser Leu Ser Ala Pro Gly Gin Gly Thr Ser Ser 

20 145 IBO 155 160 

Thjr Asn Thr Val Gly Ala Thr Val Asn Ser Gin Ala Ala Gin Ala Gin 

165 170 175 

25 Pro Pro Ala Met Tr^ Ser Ser Arg Lys Gly Thr Phe Thr A^p Asp Leu 

180 185 190 

His Lys Leu Val Asp Asn Trp Ala Arg Asp Ala Met Asn Lou Ser Gly 

195 200 205 



30 



Arg Arg Gly Ser Lys Gly His Met Asn Tyr Glu Gly Pro Gly Met Ala 
210 ' 215 220 



Arg Lys Phe Ser Ala Pro Gly Gin Leu Cys He Ser Met Thr Ser Asn 
35 225 230 235 240 

Leu Gly Gly Ser Ala Pro He Ser Ala Ala Ser Ala Thur Ser Leu Gly 
245 250 255 

40 His Phe Thr Lys Ser Met Gys Pro Pro Gin Gin Tyr Gly Phe Pro Ala 
260 265 270 

Thr Pro Phe Gly Ala Gin Trp Ser Gly Thr Gly Gly Pro Ala Pro Gin 
275 280 285 



45 



Pro Leu Gly Gin Phe Gin Pro Val Gly Thr Ala Ser Leu Gin Asn Phe 
290 295 300 



Asn He Ser Asn Leu Gin Lys Ser He Ser Asn Pro Pro Gly Ser Asn 
50 305 310 315 320 

Leu Arg Thr Thr 



55 

(2) I^TFORMATION FOR SEQ ID NO: 463: 

(i) SEQUENCE CHARAGTER I ST ICS : 
60 (A) LET^GTH: 133 amino acids 



BNSDOCID <WO . 9&5'i9G3A2 I > 
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10 



601 



( B ) T/ F K : cim 1 n o acid 
(D) TCFOLOCr/: linear 
txi) SEC^LJKr^CE UESCKIPTICrJ : SEQ ID NO: 463: 

lie Gin Asp Leu 'Jin r>c-r Arg Gin Lys His c;lu 11-^ C;iu oer Lou T/r 
IS 10 IS 

Thr Lys Leu Giy Lys V.^1 Pre Pro Ala Val li- lie Pro Pro Ala Ala 
2 0 2 5 30 

Pro L-u Ser Gi\' A.rg Ara Arg A^g Pro Thr Lys S^-r Lys Gi-y S-^-r Lys 
3 5 4 0 4 D 



Ser Ser Arg Ser Ser Ser Leu Giy A-sn Lys Ser Pro Gin Leu Ser Giy 
15 50 55 60 

Asn Leu Ser Giy Gin Ser Ala Ala Ser Val Leu His Pro Gin Gin Thr 

65 ' 70 75 80 

20 Leu His I'ro Pro Giy Asn lie Pro Glu Ser Giy Gin /Von Gin Leu Leu 

85 00 05 

Gin Pro Leu Lys Pro Ser Pro Ser Ser Asp Asn Leu T-y^ Ser Ala Phe 
100 105 110 



25 



Thr Ser Asp Giy Ala lie Ser Val Pro Ser Leu Ser Ala Pro Giy Gin 
115 120 125 



Glv Thr Ser Ser TKr 
30 " 130 



( 2 ) I r IP Om^T I C t J FOR SE 0 I D NO : 4 64: 



5:) 



[ 1 ) SEOllENGE GH.APACTERISTICS : 

(A) Lt2^GTH: 53 aiumo acids 

(B) T'lPE: amino acid 
( D ) TC PODOCV/ : 1 1 near 

40 (XI) SEQUENCE DESCRIPTION: SEQ ID NO: 464: 

Thr S^-r Asp Giy Ala [ie Ser Val Pro Ser Leu Ser Ala Pr^) Giy Gin 
I 5 10 15 

45 Giy Thr Ser S^^r 'I'r- Asn Thr V -a L Giy Ala T^ir Vai Asn S-r Gin Ala 



Ala Gin Ala Gin Pro Pro Ala Met Thr Ser Ser Arg Lys Giy Thr Ph^: 
35 40 45 



50 



Thr /Asp .Asp Leu His 

t" -. o 



\ A ) PEL ri: : : 4 a:ru 
60 : \^ 1 -rci H : -ijv^ir^r-, i 
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(D) TOPGL'CGY : linear 
(xi) SEZiri^^iC^ CES'rP.TPTION: SEQ ID NO: 465: 

Lys Gly His Met Asn Tyr Glu Gly Pro Gly Met Ala Arg Lys Phe Ser 
5 \ 10 15 

Ala Pro Gly Gin Leu Cys lie Ser Met Thr Ser A3n Leu C^iv Gly Ser 
20 25 30 

10 Ala Pro He Ser Ala Ala Ser Ala Thr Ser Leu Gly His Phe Thr Lys 
35 40 45 



15 



(2) INFORMATIOrJ FOR SEQ ID NO: 466: 

20 (i) seo'Jemc:e CHARACTEPISTICS : 

(A) LETIGTH: 31 ammo acids 

(B) T'/PE' .ammo acid 
(D) TOPOLOGY: linear 

(xi) SE;-UE1JCE DESCRIP^^ION: SEQ ID NO : 4 66: 



25 



35 



50 



55 



Gin Pro Leu Lys Pro Ser Pro Ser Ser Asp Asn Leu Tyr Ser Ala Phc 
15 10 15 



Thr Ser .Asp Gly Ala He Ser \^al Pro Ser Leu Ser Ala Pro Gly 
30 20 25 30 



IITFOFI^IATICM FOR SEQ ID NO: 4 67: 



( i ) SEQ^JENCE CHARACTERISTICS ; 

(A) LEIsIGTH:,57 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

40 (XI) SEQUE3^CE DESCRIPTION: SEQ ID NO: 467: 

Val Arg Val Ala Ala Ala Glu Ser Met Xaa Leu Leu Leu Glu Cys Ala 
15 10 15 

45 Xaa Val Arg Gly Pro Glu Tyr Leu Thr Gin Met Trp His Phe Met Cys 
20 25 30 

Asp Ala Leu He Lys Ala He Gly Thr Glu Pro Asp Ser Asp Val Leu 
35 40 45 



Ser Glu He Met His Ser Phe Ala Lys 

50 55 



(2) INFORMATION FOR SEQ ID NO: 463: 



( i ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 8 5 ainino acids 
60 (B) TYPE: ammo acid 
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( D ) TO P-Ol :C\:,'{ ; linear 
{ X i ) H EC 't'Hr IC E DESC R I PT I ] : £EQ> ID I JO : 4 63: 

Mot Giu lie Ar.n Asn C^ln Asn Cyn Phe lie V^al Tie Asp Leu V.:i I Arg 
lb 10 IS 

l^hr Val Met Glu Asn Gly Val Glu Gly Leu Leu lie t^he Gly Ala Pht- 
20 25 30 

Leu Pro Glu Ser Trp Leu He Gly Val P^g Gys Ser Ser Glu Pro Pro 
3S 40 4S 

Lys Ala Leu Leu Leu lie L-u Ala Mis Sier Gin Lys A.rg .Ax:-? T^^'U Acxj 
SO SS 60 

Gly Trp Ser Ph^.- He Arg His Leu Arg Val His IVr Cys Val Ger L.-'u 

65 7 0 7 5 8 0 

Thr He His Phe Ser 
8 5 



(2) INFOPJ^ATIOr] FOR SEQ ID NO: 4 69: 

( 1 ) SEQTJErJCE GHARJ\CTERISTICS : 

(A) LENGTH: 2 0 amino acids 

(B) T'l'PE: ajTMno acid 
( D ) TO P-DLCC Y : linear 

ix2.) SE'.JUF^OE DESCRIPTION: SEQ ID NO: 469: 

Gin Asp Lys His Ala Glu Glu Val Arg Lys Asn Lys Glu Levi Lys Glu 
1 5 10 15 

Giu A.la Ser Arg 
20 



(2) I^JFORMATION FOR SEQ' ID NO: 470: 



EC-IENCE GrLA?^\GTERISTICS : 

(A) Li:r:GTH: 0 2 ar^uno acicis 
{ 3 ) T':' ?E : arr. i r^.o acid 
(D) TOROLG-GY ; linear 

SEOUENCE DE5X-RI PTICT'I : SEQ ID N^) : 470: 



Gin Gin Asp Leu Ser Pro Trp Ala Ala I^ro Val Gly Cys Pro L-u X^a 
15 10 15 
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70 



75 



80 



ia Aia 
90 



Z) i:3C?:-i^.7: ::: rcR rsQ id no: 471: 
10 1. ~3:/Jz::cH ch;^-p^cteristics : 

'A) I^:GTH: 3 7 amino acids 
■' 3 } Ti"P£ : arr.i nc acid 
T) TC?OLO<:ri': linear 
X,; r^;'JZZ;c:; DESCRIJ^ICN: SEQ id NO: 471: 

15 

?r:; r_~^ C'/s C'/s Thr Thr Gin Pro Cys Arg .Ser Ser Ala Arg Arg 

-_ ' ' 10 IS 

C^/^ 7r^ '/il Pro Met Val Pro Ser Pro Glu Gly Arg Glu Xaa Gin 
20 ' ~ ZZ 25 30 



'Z) G:3c?:-i-~ri:: rcp seq id nc: 472: 

G. / Gl G"Z: :CG CHAJU\CTE R I STIG S : 
30 GA} GZ::GTH: 363 ainino acids 

■B) T7?G : ammo acid 
( G } TG POLGC/ : 1 inear 
x.i, GG:;GGG:'GZ DESGRIPTION: SEQ ID NO: 472: 

35 G-.-s .-^z: Ser Ge^-i ---sn Glu /^n Ser Ala Arg Ser Thr Ala Gly Gys 

1 ' ' S 10 1-S 

Geu '."a, Gr2 Geu ?he ^-sn Gin Lys Lys Arg Asn Arg Gin Pro Leu 

21 25 30 



40 



Z):y 



Z-^- Pro Geu Lys Asp Asp Ser Gly He Ser Thr Pro Ser Asp 
35 40 45 



i^r, Z.-^ A3" Pne Pro Pro Leu Pro Thr Asp Trp Aia Trp Glu Ala Val 

45 50 " 55 60 

.-_sn Pro Slu X_aa .Ala Pro Val Met Lys Thr Val A^sp Thr Gly Gin He 

55 70 75 80 

50 Pro Hrs Ser Val Ser Arg Pro Leu Arg Ser Gin Asp Ser Val Phe Asn 

85 90 95 

Ser He Glr. Ser A_sn Thr Gly Arg Ser Gin Gly Gly Trp Ser Tyr Arg 

i:0 105 110 



.-3p Gly A^r. Lys Asn Thr Ser Leu Lys Thr Trp Xaa Lys Asn Asp Phe 
115 ' 120 125 



Lys Pro GLn Cys Lys Arg Thr Asn Leu Val Ala Asn Asp Gly Lys Asn 
60 ' 131 135 140 
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S^-r Cys Pro Met Ser Ser Gly Ala Gin Gin Gin Lys Gin I.eu /^^g Thr 
145 150 15b 160 

5 Pro Glu Pro Pro Asn Leu Ser Arg A-:n Lys GIu Thr Glu Leu Leu Arg 
lo5 1^70 

Gin Thr His Ser Ser Lys He Ser Gly Cys Thr Met Ar^.j Gly Leu Asp 
180 185 190 



10 



L:,'s Asn Ser Ala Leu Gin Thr Leu Lys Pro Asn Phe Gin Gin A^sn Gin 
V-jS 200 20S 



T^/r Lvs Xaa Gin Met Leu Asp Asp lie Pro Glu Asp Asn Thr Leu L.ys 
15 210 21S 220 

Glu Thr Ser Leu ^yr Gin Leu Gin Phe Lys Glu Lys Ala Ser Ser Leu 

2 2 5 2 3 0 2 3 5 2 ^; 0 

20 .Ai-u II- lie Ser Ala Val Tie Glu S-r Met Lys IV- '^'^P -^-^9 His 

2.15 250 255 

Ala Gin Lvs Thr Val Leu Leu Phe Glu Val Leu Ala Val Leu Asp Ser 
260 265 270 



Ala Val Thx Pro Gly Pro T^vsr T\'r Ser Lys Thr Phe Leu Met ^urg Asp 
275 280 285 



Gly Lys Asn Thi Leu Pro Cys Val Phe T\^r Glu He Asp Arg Glu Leu 

30 290 295 300 

Pro Arg Leu He Arg Gly Arg Val His Pa'g Cys Val Gly Asn T-yr /vsp 

305 310 315 320 

35 Gin Lys Lys Asn Lie Phe Gin Cys Val Ser Val .Arg Pro Ala Ser Val 

325 330 335 



40 



Ser Glu Gin Lys Thr Phe Gin Ala Phe Val Lys lie Ala A^^^p Val Giu 

340 345 350 

M^r-t Gin lyr T-y^ lie Asn Val Met Asn Glu Thu: 

3 5 5 3 6 0 



45 

(2) irJT''--:':^MATi:"ri r''":R S1;Q id MO: l^' ^ : 

( 1) SEQUE21CL CH^VR/^CTERISTTGS : 

(A) LETJCTIL 4 5 ammo acids 
50 ( B ) T\^PE : ammo ac id 

( L h TO PC l-CX^"; V : line -. i r 
(XL) SHCGO-:CE DESCRTFTICrJ: SEQ ID MO: 4^ 



60 
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3 S 4 0 4 5 



(2) I^JF0RI'1ATI0N FOR SEO ID NO : 4 74: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 6 ammo acids 

(B) TYPi; : amino acid 
10 (D) TOPOLOGY : linear 

{XI ) SEQUENCE LESCRIPTION: SEQ ID NO: 474: 

Asn Lys Glu Thr Glu Leu Leu ;u:g Gin Thr His Ser Ser Lys lie Ser 
15 10 15 



15 



2:) 



40 



45 



Gly Ci/s Thr Met Arg Gly Leu Asp Lys Asn Ser Ala Leu Gin Thr Leu 

20 25 30 



Lys Pro Asn Phe 
20 35 



(2) INFORMATION FOR SFQ ID NO: 475: 



(i) SEQ-JENCE CR^RACTERISTICS: 

(A) LENGTH: 4 9 ammo acids 

(B) T'/Pr. : amino acid 
(D) top: LOGY: I mear 

30 (xi) SEQUE^]CE LESCRI FTIC N : SEQ ID NO: 475: 

Ser Ser Leu Arg lie lie Ser Ala Val He Glu Ser Mec Lys Tyr Trp 
15 10 15 

35 Arg Glu His Ala Gin Lys Thr Val Leu Leu Phe Glu Val Leu Ala Val 
20 25 30 

Leu Asp Ser Ala Val Tr.r Pro Gly Pro T:/r Tyr Ser Lys Thr Phe Leu 
35 40 45 



Met 



(2) INTCRMATIC'N FOR SEQ ID NO: 476: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LEI:GTH: 4 2 amino acids 
50 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO; 476: 

Pro Arg Leu He Arg Gly .Arg Val His Arg Cys Val Gly Asn Tyr Asp 
55 1 5 10 15 

Gin Lys Lys Ar.n He Phe Gin Cys Val Ser Val Arg Pro Ala Ser Val 
20 25 30 

60 Ser Glu Gin Lys Thr Phe Gin Ala Phe Val 
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35 40 



{2) i:.'FOFJ'L\TTOM FOR 3EQ ID NO: 477: 

II) SEQIJKTJCE CliAKACTERI3TICS : 

(A) LE^JGT^^ : 370 arTiino acids 

(B) TYPE: ammo acid 
( D ) TGP-OLCXjY : 1 inear 

(xi) SEQUH.NCE DESCRIPTION: SE-^ ID NO: 477: 

^;lv VaL Phe Ara Pro Cys V^l Cys Gly Arc; Pre Ala ?er Leu Thr O/::^ 
1 ~ S ' iO 1^ 

y^.r Prs Pou Acp Pr..) Glu Val '"Uy Pro IVr Cys Asp Thr Pro Thir M.C. 
20 2S 30 

Arci Thr P-u ^^h"- A-n T,^'. i T .^n '^tt-i T .^n A P^ T..^-it AT^ Cy=^ "^^^ ^r'' ^ 1 
3 5 4 0 - 

His T^ir Thr Pou S-r Py3 Per Asp Ala Pys Py:; Ala Ala Per Pyo Thr 
SO S5 60 

Lou Peu Clu Lyr. S^:r Gin Phe Ser .Asp Lys Pro Val Gin Asp CP/ 
65 70 '/S 5^.0 

Leu Val Val Thr Acd Leu Lvs Ala Glu Ser Val Val Leu Glu His Arg 
SS 90 9S 

Ser T\'r 'P/s Ser A Pa Lys Ala .Arg Asp Arg Hi:5 Phe Ala Gly Asp V:^i 
100 105 110 

Leu Gly Tyr V..i 1 liar Pro TrT' Asn Ser' Mis Gly IXtt Asp Val Thr Lys 
1 m 1:^0 12s 

Val Phe GJv Ser Lys Phe Thr Gin lie Ser Pro Val Trp Leu c;ln Leu 
130 " 135 140 

Lys ?vrq Arg CP/ Arg Glu Met Phe Glu Val Thr Gly Leu His Asp Val 

145 " " " 150 155 1*50 

A:-p Gin '-i^-/ 7P n M-r^: Ar 3 Ala Val Arg Lys His Ala Pv's Gi-y P-^u r:,s 
15- 5 

V-il Pr > Ar-; L^-m P-u Phe Glu Aso 5Tp Thr T/r Asp Asr> Ph- /e" ' 
loO 1S5 190 

Asn Val Leu Asp Ser Glu Asp Glu lie Glu Glu L^^u Ser Lys Thr Va j 
I9S 200 205 
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Val lie Pro Pro Ala lie Thr Pro Gly Thr Asp Gin Leu Giy Met Phe 

260 26o 210 

Thr His Lys Glu Phe Giu Gin Leu Ala Pro Val Leu Asp Gly Phe Ser 
5 275 230 285 

Leu Met Thr Tyr Asp T-yr Ser Thr Ala His Gin Pro Gly Pro Asn Ala 
290 295 300 

10 Pro Leu Ser Trp Val Arq Ala Cys Val Gin Val Leu Asp Pro Lys Xaa 
305 310 315 320 

Lys Trp Arg Thr Lys Ser Ser Trp Gly Ser Thr Ser Met Xaa Trp Thr 
325 330 335 



15 



2^ 



40 



Xaa Arg Xaa Pro Xaa Asp Ala Arg Xaa Pro Val Val Gly Xaa Arg Xaa 
340 345 350 

lie Gin Xaa Leu Lys Asp His Xaa Pro Arg Met Val Leu Asp Ser Lys 
355 360 365 

Pro Gin 
370 



(2) TMFORMATION FOR SEQ ID NO: 4 78: 

(i) SEC'UETJGE CHARACTERISTIGS : 
30 (A) L£2JGTH: 3 9 amino acids 

(E) TYPE: ammo acid 

( D ) TOPOLOGY : 1 i near 
(Xi) SEQUENCE EES2RI P^FIGN : SEQ ID NO: 478: 

35 Thr Oys Ser Pro Leu Asp Pre Glu Val Gly Pro T\-r Gys Asp Thr Pre 
15 10 15 



Thr Met Arg T\ir Leu Phe .Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser 
20 25 30 

Pro Val His Tiir Thr Leu Ser 

35 



45 

(2) INFORMATION FOR SEQ ID NO: 479: 

(i) SEQL^JCE CHARACTERISTICS: 

(A) LENGTH: 54 amino acids 
50 (B) TYPE: ammo acid 

(D) TOPOLOGY: linear 
(xi) SEQUET^CE DESCRIPTION: SEQ ID NO: 479: 

Leu Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His Arg 
55 1 5 10 15 

Ser Tyr Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp Val 
20 25 30 

60 Leu Gly T>t: Val Thr Pro Trp Asn Ser His Gly Tyr Asp Val Thr Lys 
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3 5 



40 



Uy Ser Lyr. Ph-- 



SO 



(2) IMFOFAMJiTION FOR GEQ ID NO: 480: 

( 1 ) 3 ECUETJC £ Ci lAR^CTER I GT I C S : 

(A) LE^JGTH: S2 ammo acids 
(P) T/PE: amino acid 
{ D ) TO PO L ,OG Y : Linear 

{XI} S RC'UET 3C E D ESC R I in^ I ( )M : 5EQ I D NO : 480. 



Ar-j Glu Mr-t Phe Glu Va 1 Tnr Gly 
I 

Met Arq Ala Val Ai'q Lys His Ala 

::g 

Leu Leu Phe Glu Asp Trp Thr T-/r 
3S 40 

Ser Glu .Asp G^u 

SO 



Leu His Acp Val Acp Gin Gly Trp' 
10 IS 

Ly-s Gly Leu His He Val Pro .Arc; 

2 S 3 0 

Acp Asp Phe Arq Ai-:n Val Lt-u A.crv 
4S 



(2) irJFOF>lATIO:i B^OR SEQ ID NO: 481: 

(:} SE0OT2ICE CH.ARACTERISTICS : 

(A) LET'jGTri : So ciaixMu acxds 

(3) Ti'PE: .ammo acid 

(D) TCP0LC>:;Y: linear 
(XI) S E pUEr:CE DE SC R I PT I ON : E EQ I D NO : 431: 

His Phe Asp Gly Phe Val V^l Glu Val Trp Asn Gin Leu Leu Ser Gin 
1 S 10 



Lys Ara Val Gly Leu He His Met Leu Thr His Leu Ala Glu .AL^ Leu 
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610 



1 S 10 IS 

Gly Pro Asn Ala Pro Leu Ser Trp) Val Arg Ala Cys Veil Gin Veil Leu 

20 25 30 

Asp Pro Lys Xaa Lys Trp Pj:g Thr Lys ^.^er Sor Trp Gly Ser Tl:ir 

3 5 4 0 4 5 



30 



45 



50 



(2) irJP^ORMATION FOR SEQ ID NO: 483: 



(i) SEQUENCE GH/iRACTERISTICS : 

(A) LE2^GTH: 152 amino acids 
15 (B) TYPE: immo acid 

( D ) TOPOLCGY : 1 mear 
(XI) .SLi,)lJErJCE DESCRIPTION: SEQ ID NO: 483: 

Glu .'^jrq Gly Val Sei lie .Asn Gin Phe Cys Lys Glu Phe Asn Glu Axq 
20 I 5 10 15 

Thir l.y^-> Acr He L\'3 Glu Gly He Pro Leu Pro Thr Lys He Leu Val 
2U 25 30 

25 Lys i'lo Asp /ug Tin* Phe Glu He Lys He Gly Gin Pro Thr Val Ser 
3 5 40 4 5 

T^jn: Ph'- Leu Lys Ala A.la Ala Gly He Glu Lys Gly Ala Arg Gin Thr 
50 55 60 



Gly L\'s Glu Val Ala Gly Leu Val Thr Leu Lys His Val lyr Glu He 
65 70 75 BO 



Ala Arq He Lvs Ala Gin Asp Glu Ala Phe Ala Leu Gin Asp Val Pro 

35 85 90 95 

Leu Ser Ser 'y'al Val Arq Ser He He Gly Ser Ala Arg Ser Leu Gly 

100 ~ 105 110 

40 He Arg Val Val Lys Asp Leu Ser Ser Glu Glu Leu Ala Ala Phe Gin 

115 120 125 

Lys Glu Arg Ala He Phe Leu Ala Ala Gin Lys Glu Ala Asp Leu Ala 

130 135 140 



Ala Gin Glu Glu Ala Ala Lys Lys 
145 150 



{2} irirORMATIOM FOR SE^ ID NO: 4 84: 



(i) SEQL^JCE CHARACTERISTICS: 

(A) LENGTH: 27 0 amino acids 
55 (B) T\'PE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 484: 

Ala Val Tyr Thr Tyr His Glu Lys Lys Lys Asp Thr Ala Ala Ser Gly 
60 1 5 10 15 
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Gly Thr Gin Asn He Arq LkjU Ser Arq Asp Aia Val A^;p Fhe 



5 AGP Cys Cvs CVS L^u i:er Leu Gin Pro Cy3 His Asp Ti :^ Va I Wil Thi 
3S '^^^ 

Pro AGP Gly T>'r Leu Tyr Glu Arq Glu Ala He Leu Glu IH Ltai 

SO 55 60 



10 



IV ^ Gin Ly-. Lvg Glu He Ala Arq Gin Met Lys Ala T^yr '.na LyG Gin 
on ^ 70 7S 



Ar-q Gly Thr -Ar- j .Arq Glu Glu Gin Lys Glu Leu Gin Arq Ala Ala S^u" 

15 " a-. 90 -^'^ 



in Asp His Val Aj-q Gly Phe Leu Glu Lys Glu ^er 



\la lie Val 



100 105 110 

20 Arq Pro Leu Asn Pro Ph^.^ Thr Ala Lys Ala Leu Ser Gly Thr Ser Pro 

11^ i:^o 125 

A^p Asp Val Gin Pro Gly Pro Ser Val Gly Pro Pro Ger Lys Asp Lys 
130 135 140 

25 

Asp Lvs Val Leu Pro Ser Phe Trp He Pro Ser Leu Tnr Pro Glu Ala 
14S ^ 150 155 H>0 

Lys Ala Thr Lys Leu Glu Lys Pro Ser Arg Thr Val Thr Cys Pro MeC 
30 IbS 170 175 

Ser Gly Lys Pro Leu Au^q Met Ser .Ar:p Leu Thr Pro Val liis Phe Thr 
190 IBb 1^*0 

35 Pro Leu Asp Ser Ser Val Aspj Arg Val Gly Leu He Thr Arq S^^r Glu 
195 2 00 ?^0 5 

Arq Ty^ Val Cvs Ala Val Thr Arq Asp Ser Leu Ser Asn Ala Thr Pro 
210 215 220 

40 

cys AT a Val L-u Arg Pro Ser Gly Ala Val Val Thr Leu Glu Cys Val 

225 2^0 235 

Glu L-/S :. ^u He Arq Lys Asp Met Va L Asp Pro Val Tlir ^;ly Asp Ir/r. 
45 2^15 250 2^^5 

Leu Thr Aso Arg Ai;p He He Val Leu Gin Arq Gly Gly Thr 
260 265 270 

50 

(2) Iin^OP^lATLSN FOR SLQ ID rJO: 4H5: 



6() 
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1 5 10 15 

Lys Glu lie Ala Arg Gin MeC Lys Ala 'IVx Glu Lys Gin Arg Gly Thr 

20 25 30 

Ajrg Arg Glu Glu Gin Lys Glu Leu Gin Arg Ala Ala Ser Gin Ar,p His 
35 -10 45 



Val A^g Gly Phe Leu Glu 
10 50 



(2) INFCFl-lATTON FOR SEQ ID NC: 4 86: 



15 



( 1 ) S EQUHNCE CHARACTER I STIC 2: 

(A) LENGTH: 64 amino acids 

(B) T\'PE: ammo acid 
( D ) TOPOLOGY : 1 i near 

20 (XI) SEQUETIGE DESCRIPTION: SEQ ID NO: 4R6: 

Phe Thr Ala Lys Al.\ Leu Ser Gly Thr Ser Pro Asp Asp Val Gin Pro 
IS 10 15 

25 Gly Pro Ser Val Gly Pro Pro Ser Lys .\sp Ly5 Asp Lys Val Leu Pro 
20 25 30 

Ser Phe Trp lie Pr 3 Ser Leu Thr Pro Glu Al=i Lys Ala Thr Lys Leu 
35 40 45 



30 



35 



40 



Glu Lys Pro Ser Arg Thr Val Thr Cys Pro Met Ser Gly Lys Pro Leu 
50 55 60 



(2) INFORI^IATION FOR SEQ ID NO: 437: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 

(B) TYPE : amino acid 
(D) TOPOLOGY: linear 

45 (XI) SEQUENCE DESCRIPTION: SEQ ID NO: 487: 

Val His Phe Thr Pio Leu Asp Ser Ser Val Asp Arg Val Gly Leu He 
15 10 15 

50 Thr Arg Ser Glu Arg Tyr Val Cys Ala Val Thr Arg Asp Ser Leu Ser 
20 25 30 

Asn Ala Thr Pro Cys Ala Val Leu Arg Pro Ser Gly Ala Val Val Thu: 
35 40 45 



55 



60 



Leu Glu Cys Val Glu Lys Leu He 
50 55 
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{2} EUFORT'IATJ ?H FOR SEQ- ID MO; 4 88: 

( L ) S EQUETJC E C H^VRACTER 1ST ICS: 

(A) 1.£^K';TH: 567 amino azidrz 
5 (B) TiTE : ainino acid 

{ O ) TOBjLO-Ti' ; 1 i nea r 

(XI ; ■-:que:?jce cesori priori: oeq ed ::o: 4SK: 

Met As^: Thr Sor Glu Asn Arg Pro Giu Ar,n A-.p Va 1 Fro Glu Pro Pro 

10 1 s 10 15 

Met Pre- lie Ala A s r> 1 n Va 1 S e r Asn Ar p .-\^: A r 'j Pro G 1 u G I y e i: 

2 0 2 5 3 ( ) 

15 Val Glu A op Giu Giu Eys Lys Glu Ser Oer L^ai Pro Lys Oer Ph-^^ L-/o 
3 5 40 4 5 



20 



Ar g Py oil e r V a 1 Va i S e? r Ala T r ;r Ly^ G 1 >' ' / a 1 P r- o A 1 a G 1 'y' A c : i 



Ser Asp Thr Glu Gly Giy Gin Pro Gly ?^rg Lys Arg Arg Trp Gly A La 
65 7 0 7 5 8 0 



Ser Thr Ala Thr Ttir Gin Lys Lys Pro Ser lie Ser lie Thr Thr Glu 
25 8 5 90 y5 

Ser Leu Lys Ser Lou lie Pro Asp lie Lys Pro Leu Ala Gly Gl:i cslu 
100 105 110 

30 Ala Val Val Asp Leu Hls Ala ;^^p Asp Ser Arg lie Ser Glu Ao.p Glu 
115 120 125 



35 



Thr GLu Arg Asn Gly Asp Asp Gly Thr His Asp L>s Gly Leu Ly.-, Tie 

130 135 140 

Cys Arg Thr \'al Tlir Gin Val Val Pro Ala Glu Gly Gin Glu A::;n Gly 

145 150 15S 160 



Gin Arg Glu Glu Glu Glu Glu Glu Lys Glu Pro Glu Ala Glu F'ro Pro 
40 165 170 1-^5 

Val Pro F'r:> Gin Val Ser Val G^u Val Ala Lou Pro Pro Pro Ala Glo 

1^0 135 1 ^0 

45 His Glu Val Py:-: Lys Val Thr Leu Gly Aoo Thr Leu 1 hr Arg Ar o S^r 
195 200 205 

lie Ser Gin Gin Lys Ser Giy Val Ser lie Thr lie .'\sp A^^p Pro Val 
210 215 220 

50 

Arg Thr Ala Gin Val Pro Ser Pro Pro Arg Gly Lys lie Ser Asn II^ 

225 250 21- 240 



60 
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275 280 2S^> 

Ala Val Aia 'Vhr Axa Thr Ala Leu His Gly Val Lys Trp Pro Gin Ser 
290 295 300 

5 

Asn Pro Lvs Phe Leu Cys Ala .Asp T-/r Ala Giu Gin Asp Glu Leu Asp 
305 ^ 310 315 320 

Tyr His Arg Gly Leu Leu Val Asp Arg Pro Ser Glu Thr Lys Thr Glu 
10 ^ 325 330 335 

Glu Gin Gly lie Pro Arg Pro r.eu His Pr:) Pro Pro Pro Pro Pro Val 

's40 345 350 

15 Gin Pro Pro Gin I lis Pro Arg Ala Glu Gin -Arg Glu Gin Glu Arg Ala 

355 360 365 



20 



Val Arg Glu Gin Tip Ala Glu Arg Glu Arg Giu Met Glu Ar^ Arg Glu 
270 375 380 

Arg l^hr Arg Ger Glu Arg Glu Trp Asp Arg Asp Lys Val Ajrg Glu Gly 

385 390 395 400 



Pro /urg Ser /-^-g Ser Arg Ser Aurg Xaa Arg Arg Arg Lys Giu /urg Ala 
25 405 410 415 

Lys Ser Lys Glu Lys Lys Ser Glu Lys Lys Glu Lys Ala Gin Glu Glu 
420 425 430 

30 Pro Pro Ala Lys Leu Leu Asp Asp Leu Plie Purg Lys Thr Lys Ala Ala 
435 440 445 

Pro Gys He T>^r Trp Leu Pro Leu Thr Asp Ser Gin lie Val Gin Lys 
450 455 460 



35 



Glu Ala Glu Arg Ala Glu Arg Ala Lys Glu Arg Glu Lys Arg Arg Lys 
465 470 475 430 



Glu Gin Giu Giu Glu Glu Gin Lys Glu Arg Glu Lys Glu Ala Glu Arg 
40 485 490 495 

Glu Arg Asn Arg Gin Leu Glu Arg Glu Lys .Arg Arg Glu His Ser Arg 
500 505 510 

45 Glu .Arg Asp Arg Giu Arg Glu Arg Giu Arg Glu Arg Asp Arg Gly Asp 
515 520 525 

Arg Asp Arg Asp Arg Giu Arg P^p Arg Glu Arg Gly Arg Glu Arg Asp 
530 535 540 



50 



Arg Arg Asp Thr Lys Arg His Ser Arg Ser Arg Ser Arg Ser Thr Pro 
545 550 555 560 



Val Arg Asp Arg Gly Gly Arg 
55 565 



(2) INFORMATION FOR SEQ ID NO: 4 89: 

60 
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( 1 ) S EQ'-TEI :C E CHP^-PACTE R I ST I C S : 

(A) LET JGTIi : Si arr.ino acids 
{ 3 ) TY PE : rimi no a c i d 
(L;) TCPOLCCY: linear 
5 (xU SEQL-ENJCE DESCRIPTION: SEQ ID ^lO : 489: 

Gly Cys A:^p Ser Cys Pro Pro Hi:. Leu Pro Arq Glu Ala Pn^ Ala Gin 
1 ' ' 5 10 15 

10 Asp Thr Gin Ala Siu Gly Glu Cys Ser Ser ;^Jt:g Ala Glu .-jrg Ala Asp 

2 0 ^. 3 0 

Met C\'s Pro Asp Ala Pro Pro Ser Gin Glu Va 1 Pro Giu Gly Pro Gly 
35 40 4^ 



15 



20 



40 



50 



Ma 7.1a Pr."^- 
50 



(2) 'NFOHJ4-ATIOrJ FOR SEQ ID NO: 4 90: 



( .1 ) SEQGHMCE CHARACTERISTICS: 

(A) I^ETIGTH : 50 ammo acids 
25 Gi^ TYPE: cijmino ac i i 

! -J ) TOPOLaTi' : 1 1 near 
( X 1 ) S EC'l PE 'laCE DE SC R I PT I OIJ : S EQ ID ^ : 4 90: 

Pro Gin Leu Pro Ser -Zx'S Gly Ar^q Pro TiT' Pro Gly Thr Ala Ser Val 
30 1 5 10 15 

Phe Gin Ser His Thr Gin Ciiy Pro A.rg Glu Asp F'ro Asp Pro CVs Aurq 
20 25 30 

35 Ala Gin Gly Ser Ala Gly Thr His Cys Pro He Ser Leu Ser Pro Pro 
.-,5 4 0 4S 



Sin 
50 



(2) IMFCRriATIOn FCK SEQ ID NO: 4 91: 

45 (1) SEC^'ICICE CHARACTERISTICS: 

<^') LI^JGTH : 4 2 ai^nno acids 
■■r) T'f'PE : amino acid 
:D) TOPOLC-GY: linear 
(XI ) SEQUENCE DESCRIPTIC)N: SEQ ID NC) : 491: 



:o Glv Pn- Arq Giv Pro Ser Gly Ser Leu Gly Cys Ser Phe Phe Pr^ 

10 15 



60 



wo 98/54963 
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(2) IMFOPJ4.^TIOM FOP SEQ ID NO: 4 92: 

(i) SEQIJEI^CE CHARACTERISTICS: 
5 (A) LETJGTH : 8 4 ammo acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(XI) SEQ^J^-ICE DESCRIPTION: SEQ ID NO: 492: 

10 Glu ;^^p Leu Lys Lys Pro Asp Pro Ala Ser Leu .Arg Ala Ala Ser Cys 
IS 10 IS 

Gly Glu Gly Lys Lys Arg Lys Ala Cys Lys Asn Cys TKr Cys Gly Leu 

2^ 25 30 



15 



Ala Glu Glu Leu Glu Lys Glu Lys Ser Arg Glu Gin Met Ser Ser Gin 
35 40 45 



Pro Lys Ser Ala Cys Gly Asn Cys Ty-r Leu Gly .Asp Ala Phe Aurg Cys 
20 50 ^ 55 60 

Ala Ser Cys Pr^ j Ty^r Leu Gly Met Pro Ala Phe Lys Pro Gly Glu Lys 
65 70 75 80 

25 Val Leu Lou Ser 



30 (2) TNFORMATIOM FOR SEQ ID NO: 493: 

{ 1 ) SEC'UETvICE CHJVRACTERISTICS : 

(A) LErgCTH: 90 ^amrno acids 

(B) T\'PE: amino acid 
35 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 493; 

Glu Asp Leu Lys Lys Pro Asp Pro Ala Ser Leu Arg Ala Ala Ser Cys 
1^5 10 1^ 



40 



55 



Gly Glu Gly Lys Lys Arg Lys Ala Cys Lys Asn Cys Thr Cys Gly Leu 
20 25 30 



Ala Glu Glu Leu Glu Lys Glu Lys Ser Arg Glu Gin Met Ser Ser Gin 
45 35 40 45 

Pro Lys Ser A:La Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe Arg Cys 
50 55 60 

50 Ala Ser Cys Pro T^tt Leu Gly Met Pro Ala Phe Lys Pro Gly Glu Lys 
65 70 75 80 



Val Leu Leu Ser Asp Ser Asn Leu His Asp 
85 90 



(2) INFORMATION FOR SEQ ID NO: 494: 
60 (i) SEQUENCE CHARACTERISTICS: 



BNSDOCIO -.WO 



9B54963A2 l_> 



w o 98/54963 
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617 



10 



40 



45 



50 



( A ) LE2J'3TH ; *^ ^imi no a c i a.^ 
( iVi Ti'PE : ajnino acid 
(D) TOP2LCO"/; linear 
(Xl) JKOUI^JCE DESCHIPriON: SEQ ID MO: 494: 



C\-s Gly Asn Cy^: ^IVr L-^u G:y Asp Ala Phe Arc? C',*: 



Aia S^^r CVG Prc> 



Tyr Pcu Gly Me*^ Pro 



la Phe Pys Pro Giy Glu Lys Val Leu Leu Ser 
?.S -VO 



15 

(:■) IMFC.^FLlA/riGTJ FC'R SEC I--^ NO: 49^. 

( 1 ) £E''"?L^EMC-E CM^-J^-ACTERISTI^rS ■ 
20 (A) LEIP'^TiL 2S amino acidi; 

(p.) T\'PE : amino acid 
iu) TO?::jLOC'V: linear 
(Xl) 5JKQUEIJCE LE5CRIPTION: SF.Q ID NO: 495: 

25 Ser C\'s Gly Glu Gly Ly;; Pys Arg Lyo Ala Cys Lyr; Aon Gys Thr Cys 
: ^ ' 5 10 15 

Glv Leu Ala Glu Glu Leu Glu Lys G Lu 

::o 25 

30 



(2) I^JFC'Pl^I/VnC'N FOR ID NO: 4 96: 

35 ;i) oE':m;EI-ICE GMAK^XCTERIGTICS: 

(A) LI-IJGTIi: 21 ^vmlno acids 

( B) T'i t>E-: : ammo ac id 
(D) TOr>OLCv;Y: linear 

(xn PEQUE:^CE PESGRIPTION : SEQ ID NO: 496: 



Ser Gin Pro Lys Ser Ala Cys Gly Aj^n Cys Tyr Leu Gly Aor> Ala Ph^ 
1 5 10 IS 



(2) I::ECRMATI2'N for SEQ id MO: 4 97: 

[ 1 ) EC \JY2^]C E G! i AF^^ACTER I ST I C 3 : 

( A ) L E;^ ^2TH : 1 7 am. i no a c i cis 



60 



wo 98/54963 
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5 (2) irJFOPJ'i;^.TION for SEQ id NO: 4 98: 

(i) SEQUEI^JCE CHARACTERISTICS: 

(A) LET^GTH: 9 0 amino acids 

(B) T\'PE: amino acid 
10 {-■) TOPOLOGY; linear 

(XI ) SEQb^JCE DESCRIPTION: SEQ ID NO: 498: 

Glu Sor Ser Giy Gin Ala Arg Thr Leu Ala Asp Pro Gly Pro Gly Trp 

1 S 10 1"^ 



15 



Pro AL-q Gin Gin Gly Met Cys Phe Gly Ser Leu Thr Gly Leu oer Thr 

20 25 30 



Thr Pro His Gly Phe Leu Thr Val Ser Ala Glu Ala Asp Pro Arg Leu 
20 35 ' 40 45 

lie Glu Ser Leu Ser Gin Met Leu Ser Met Gly Phe Ser Asp Glu Gly 
50 55 60 

25 Gly Tro Leu Thr /urg Leu Leu Gin Thr Lys ^^n T\'r Asp He Gly Ala 
65 70 SO 



Ala Leu .Asp Thr He Gin Tyr Ser Lys His 

85 90 



30 



(2) INFORI-L\TION FOR SEQ ID NO : 4 99: 

35 (i) SEQUENCE CHAFJ^CTERISTICS: 

(A) LPINGTH: 15 9 ammo acids 

(B) TYPE: ammo acid 
(E) TOPOLCKT/: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 499: 



40 



55 



Gin Glu Gly Ser Glu Pro Val Leu Leu Glu Gly Glu Cys Leu Val Val 
1 ^ S 10 15 



Cys Glu Pro Gly Arg Ala Ala Ala Gly Gly Pro Gly Gly Ala Ala Leu 
45 20 25 30 

Gly Glu Ala Pro Pro Giy Arg Val Ala Phe Xaa Ala Val Arg Ser His 
35 40 45 

50 His His Glu Pro Ala Gly Glu Thr Gly Asn Gly Thr Ser Gly Ala He 
50 55 60 

Tyr Phe Aso Gin Val Leu Val Asn Glu Gly Gly Giy Phe Asp Arg Ala 
65 ^ 70 75 80 



Ser Gly Ser Phe Val Ala Pro Val Arg Gly Val Tyr Ser Phe Arg Phe 
85 90 95 



His Val Val Lys Val Tyr Asn Arg Gin Thr Val Gin Val Ser Leu Met 
60 100 105 110 



BNSDCX^ID <WO 985 4963 A 2 I 



wo 98/54963 
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\i He Ser Ala The Ala Arp ^-To Asr^ Vai 

120 I2b 

Thr Arq G Lu Ala Ala Tnr Ser Ser Val Lou Leu Pro Leu A-p Pro Gly 

liO 135 140 

A.:^p At:-; Val S-^r Leu Arg Leu Ar^T Arq Gly Xaa Ser Thr Gly Trp 

MS ISO 1^^ 



L^u Ai.:n Thr Trp F'ro V. 
115 



GG GJG^-PMATI^:T] FjK SFQ id UO: 500: 

: SGvUIJJCE GRARAGTEGISTIGS : 

'■ .5 ) I .El JGl^H : 3 2 am l no a c i :J3 

(L) "TPL : amino acid 

( S' ) TGPC^LOGY : 1 inear 
(XI) Si-^vLi'-Tjei:, Uh-oC RI PTIGN : SEQ ID MG . 50 0: 

Pr - 'vTU ^^er Arq F-:- ' Ala Leu Arq Pro Gly Arq G Ln Arg Pro Pro Ser 

10 1^ 

Hi-, S-r Ala Tnr S-^r Glv Vai Leu Arg Pro ^^g Lys Lys Pro Asp Pro 

-J 25 30 



(2) irTFSR>G^TT''G: P'' 'H SLQ ID NO: 501: 

1 ; E . G : G JG E C 1 i.APAGTER I ST I G S : 

: A ) I . ETl' ^'.Ti i : 3 1 ami no a c i ds 
G yt 'IT PE : ajTi i no acid 
1. 1 :> ) TO PO LOGY 1 linear 
t X I ) i: E' :>\ TEr k:k de sg r i pt i on s eq id mo 5 01- 

Met Thr T,eu II- Thr Pro Ser Xaa Lys Leu Thr Phe Xaa Lys Gly Asn 

1 5 10 IS 

Lys S-r Trp .G^i S-r Ar::i Ala Gys Ser Ser Thr Leu Gal Asp Pre 

^■^ 3 0 



(3) inegr:-iati^:n pgr seq id :;0: 502: 
( 1 ) s egue: :'"'E gh^vRagter i st ig s : 

G\' LI-l^JGTM: 51 .immo acids 
( R) T'i'PE: cimino acid 



wo 98/54963 l>CT/l:S98/l 1422 



620 



Cyr^ Lys Lys Pro Lev: Thr Asn Ser His Leu Glu Thr GLu Ala Gin Ser 
3S 40 45 

5 Se^r Ser Leu 
SO 



10 (2) II^JFORl'LATION FOR SEQ ID NO: 5 03: 

(i) SEQLTir-^CE CHARACTERISTICS: 

(A) LENGTH: 2 63 base pairs 

(B) TYPE: nucleic acid 
15 (G) STR/^NDEUNESS : double 

(D) T0PC)LO3Y: linear 

(XI ) GEQIJEI'^CE E'ESGRIPTION: SEQ ID NO: 503: 

20 GCTTCGTGTG C^\AGGXTC^rr GCCCTTCG^rC TGTGTGCCTG GAGCCAGTCC CAC(2ACGCTC 60 

GCGTTTGCTC CTCTAG^PSCT GACAOI^TCCC AGCACCa^TG GCATTCCCTT TGCCCTGAGT 12 0 

CT<3CA3C^:;<G3 TGC""^rTTTGT -S^^TTCCTTCC CCTO\G3TAG CCTCTCTCGC CCT3GGCCAC 130 

25 

TC'-::CGGO:i<3T GAG-:v.yG<:;TTA CC':X:T7^CCCA GTGTTTTTTA TTCCTGTGGG (3CTCACCCCA 24 0 

AAj:7rATT-AA-. agt;.:^ctttg TA^ 253 

30 

(2) INFORMATION FOR SEQ ID NO: 504: 

35 (i) SEv''-^K:E C}-i;^J-ArTERISTIC3 ; 

;A) LENGTH: 2 63 base pairs 
(B) T'/PE. nucleic acid 
( C ) STRATTDEDNESS : double 
( D ) TO PDLOG Y : linear 

40 

(XI) SE;:UEr^]CE description: SEQ ID NO: 504: 
GCTTCGTGTG CAAGCCTCTT GCCCTTCGCC TGTGTGCCTG GAGCCAGTCC CACCACGCTC 60 
45 GCGTTTGCTC CTGTAGTGCT CACAG3TCCC AQ2ACCGATG GCATTCCCTT TGCCCTGAGT 120 
CIGCAGCGGG TCC ::TTTTGT GCTTCCTTCC CCTCAGGTAG CCTCTCTCGC CCTC<^GCCAC 180 
TCCCGGGGGT GAr^r,GGGTTA CCCCTTCCCA GT3TTTTTTA TTC^rTGTGOG GCTCACCCCA 240 

50 

a;^gtattaaa AGTAGCTTTG TAA 26 3 



55 

(2) INFORMATION FOR SEQ ID NO: 505: 

(i) SEQUETJCE CHARACTERISTICS: 

(A) LENGTH: 263 base pairs 
60 (3) TYPE: nucleic acid 



BNSCK CIO -. WO 985-l^-*e3A2 1 
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iZ) TOrOL^^^V : linear 
(xi) rEvl'EiJCE rE3CKIPTION: SEQ IDTjO: bC5: 
^TTCr^lX^TC CAACCCTCTT 0;:CCrrCG-:C TCTGTGCCTG iJAv^rCAG^'CC CACCIACGC^T": '^O 

rGTrrccTC gi-:;tagto:t cACAGGTr-:c agcaccgatg GCArrGGCTT to^gctgagt 120 



10 GTGCTAGGC-^."'^ TGGG-rrrrGT GCTTCCTTGC CCTCAGGTAG CCTCTCTCCG CCTGCtGGCAC 
TCCCOGGOGT GA^^C^XX^'PTA GGCCTTCG^A -I^TG^TTTTTA TirGTGTCX^:; GGTCAGGGCA 
AA^^TATTAAA Al/FA-JCT^PTG taa 

13 

(2) ir^jTOKr^ATiON FOR 5EQ ID NC' : SOG : 

20 

(i) GF-nUETJGE CIIARACTERISTICS: 

(A) LETJGTI-i; 160 base pairs 

(B) TYPE, nucleic acid 
iC) S T R.AI JDEDKE 33: doub 1 e 

25 (O) TOPOLOGY: linear 

(XI) GEQUET^'CK DEGCRIPTION: SEQ ID TJO: 506: 
TC;orTCACTG TGTTACAA-'C AGTGCTGTGG AATCATGATA CCAGTTTTAG GTCTTTGGAT 



O^TGCI^CAG TGTATTTTTG ^-ITTTCAAGA GGAAGTAGAT TTT^-^AGTOGA CAACTTT(;AG 120 



\^I^GATAA.AT /^AA^CTOG^rTT GTGGTTTC.AA 



30 



35 



( ) irTF^'RMATION FOR 3EQ ID liO : 50"^: 

40 (113 EO' E C HARACTE F I ST IC S : 

\ .A ) L E;: :0"n i : 2 2 arr^L mo a c i .is 

( L-. ) T'/ P F. : "isr. mo a c i d 

i Pi ) t:^ O ' L03"i' :: 1 in e ar 



:,-u A-p Glu I.cu Mot Ala His Leu Thr Glu Kot Gin Ala i.,y:^ Val Ai-. 
1 s 10 



Val Ara Ala ^^^^ Ala Gly Lys Lys His Leu Pro Asp Lys Gin Aso }!i:^ 
50 2 0 2 b 'iO 



180 

2 0 



160 
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Pro Glu His Phe Val CvG Thr His Cvg Lys Glu Giu lie Giy Ser Ser 

35 90 9^ 

Pro Phe Phe Glu Arg Ser 01 y Leu Xaa T^yr Cys Pro Asn Asp T^/r Hls 
5 100 105 110 

Gin Lou Phe Ser Pro Arg Cys Ala T^t: Cys Ala Ala Pro lie Leu Asp 
115 120 1:^5 

10 Lys Val Leu Thr Ala Met Asn Gin Thr Trp His Pro Glu His Phe Phe 

130 135 140 

Cvs Ser His Cvs Gly Glu Val Phe Gly Ala Glu Gly Phe His Glu Lys 
IAS ' 150 155 leO 

15 

Asf:> Lys Lys Pro T>-: Cys Arg Lys .A-p Phe Leu Ala Met Phe Ser Pro 
16s 170 175 

Lys C-/3 Gly Giy Cys Asn Arg Pro Val Leu Glu Asn Tyr Leu Ser Ala 
20 ' " IBO 1:^5 190 

I4^r: A-p Thr Val Trr; His Pro Glu Cys Phe Val Cys c;ly Asp Cys Phe 
195 200 205 

25 TKr Ger Phe Ser Thr Gly Ser Phe Phe Glu Leu Asp Gly Arg Pro Phe 

210 215 220 

Oys l-iu Leu His T\— H.is His Arg Arg Gly Thr Leu Cys His Gly Cys 
225 ^ 230 235 240 



30 



Gly Gin Pro He Thj^ Gly Arg Cys He Ser Ala Met Gly T^u: Lys Phe 
245 250 255 



His Pro Giu His Phe Val Cys Ala Fhe Cys Leu Thr Gin Leu Ser Lys 
35 260 ^ 265 270 

Gly He Phe Arc? Glu Gin A£in Asp Lys Thr Tyr Cys Gin Pro O/s Phe 
275 280 235 

40 Asn Lys Leu Phe 
290 



45 (2) ir:FCR!^LATION FCR SEQ ID NO: 5 08: 

(i) SEQLT^JCE CH;^J^ACTERIST ICS : 

(A) LENGTH: 43 amino acids 
(3) TYPE: amino acid 
50 (D) TOPOLOGY: linear 

(XI) SEQUET^CE DESCRIPTION: SEQ ID NO: 508: 



55 



Lvs Ala Ser Leu Asp Ser Met Leu Gly Gly Leu Glu Gin Glu Leu Gin 
15 10 15 

Asp Leu Gly He Ala Thr Val Pro Lys Gly His Cys Ala Ser Oys Gin 
20 25 30 



Lys Pro He Ala Gly Lys Val He His Ala Leu 
60 35 40 



PNSDCC'l* ..wo !-'fl549G3A2 I 
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C^) irJFCK!'lATIC:J FCH SEQ ID NO: 509: 



{ L ) S E V ^ JCE CI iAF-ACTER I ST I C 3 : 

[ A ) LET-JGTH : S 0 anu no ac i di: 
(B) Ti'PE: ammo acid 
(U) TOFOLO:^Y: linear 
10 (XI) sequence: description: SEQ id UO: S09: 

oys t>ro Asn A::p Tv'r His Gin Leu Phe 3er Pro Ar ; Cys Ala T^tt Cyt: 

IS Ala :^la Pr.;. He Leu Asp Lys Va 1 Leu Thr Ala M-t. Asn Gin Thr Trp 

AO 2 5 iO 

His Pro Glu His Phe Phe Cys Ser His Cys Gly Glu Val Ph- Gly Ala 

1 n 4 5 



10 



50 



Glu Gly 

50 



(2) irJFOPl'L^TIC^N FOR SEQ ID NO: 510: 

(i) GEQLT:NCE CHAFACTERISTICS: 

(A) LENGTH: 67 amino acids 
^0 (B) TYPE; ammo acid 

(PJ) TOPOLOGY : 1 mear 
(XI) CEQUEI'ICE DESCRIPTION: SEQ ID NO: 510; 

Ar-p I.vs Lys Pro lyr Cys Arg Lys Asp Phe Leu Al.i Me- Phe Ser Pro 
35 1 ' S 10 15 



Lys Oys Gly Gly Cys Asn Arg Pro Val Leu Glu Asn Tyr Leu Ser Ala 

40 Met Asp Thr Val Trp His Pro Glu Cys Phe Val Cys Gly Asp Cys Phe 
35 40 45 

Thr Ser Phe ;-.'r Thr Gly Ser Phe Phe Glu L^:'u Asp Gly Ar^-; Pro Phe 
SO S5 -0 



u:) ir:FOFMATicN FOR SEQ ID r:o : 511: 



60 
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Phe His Pro Glu His Phe Val Cys Ala Phe Cys Lev: Trir Gin Lea Sei 

2:) 2 b 3 0 

5 Lys 01 y lie Phe /Vrg Glu Gin Asn ^J3p Lys Thr T^/r Cys Gin 

35 4 0 4 S 



10 (2) IMFOPJ'lATIOn FOR SEQ ID NO: 512: 

( 1 ) SEQlfEZ-lCZ CHARACTERISTICS : 

(A) LEl^JGTH: 4 52 amino acids 

[B) TYPE: ammo acid 
1 5 D ) TOPOLOGY : 1 inear 

(xi) SUgtJEI^JCE DESCRIPTION: SEQ ID NO: 512: 



20 



Met Gly Ser Ser GLn Ser Val Glu lie Pro Gly Gly Gly Thr Glu Gly 
1 5 10 15 

iiis '/al Le.. Arq Val Gin Glu 7-^n Ser Pro Gly His Arg Ala Gly 
20 2 5 3 0 

Leu Glu Pro Phe Phe Asp Phe lie Val Ser lie Asn Gly Ser Axg Leu 
25 35 40 45 

Asn Lys Asp Asn Asp Thr Leu Lys Asp Leu Leu Lys Xaa Asn V^al Glu 
50 55 60 

30 Lys Pro Val Lys Met Leu He T^yr Ser Ser Lys Thr Leu Glu Leu Arg 
65 70 75 80 

Glu Thi Ser Val Th_r Pro Ser Asn Leu Trp Gly Gly Gin Gly Leu Leu 
RS 90 95 

35 

Gly Val Ser He Arg Phe Cys Ser Phe Asp Gly Ala Asn Glu Asn Val 
ICJQ 105 110 

Trp His Val Lt'U Glu Val Glu Ser Asn Ser Pro Ala Ala Leu Ala Gly 
40 lis 120 125 

Leu Arg Pro His Ser Asp Tyr He He Gly Ala Asp Thr Val Met Asn 
130 135 140 

45 Glu Ser Glu Asp Leu Phe Ser Leu He Glu Thr His Glu Ala Lys Pro 
145 150 155 160 

Leu Lys Leu Tyr Val Tyr Asn Thr Asp Thr Asp Asn Cys Arg Glu Val 
165 170 175 

He He Thr Pro Asn Ser Ala Trp Gly Gly Glu Gly Ser Leu Gly Cys 
130 185 190 



50 



Gly He Gly Tyr Gly Tyr Leu His .Ai-g He Pro Thr Arg Pro Phe Glu 
55 195 200 205 

Glu Gly Lys Lys He Ser Leu Pro Gly Gin Met Ala Gly Thr Pro He 
210 215 220 

60 Thr Pro Leu Lys Asp Gly Phe Thr Glu Val Gin Leu Ser Ser Val Asn 
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22S 230 "35 24 0 

Pro Pro ^^-z-r L.cu Sr.r Pro Pro Giy Thr Thr Gly lie Glu Gin 5er Leu 
245 250 25S 

Thr Gly Pe\J Ser lie Sor Ser Thr Pro Pro Ala V.i 1 Ser Ser Val Leu 

260 265 270 

Ser Thr Gly V'al Pi o Thr Val Pro Lou Leu Pro Pro Gin Val Aim Gin 
275 280 235 

Ser Le>i Thr St^r Val Pro Pro Met Asn Pro Ala Thr Thr Leu Pro Gly 

290 295 "^00 

Leu Met Pro Leu Pi'D Ala Gly Leu Pro Asn Le:M.i r^r.:> Aon Leu Aon Leu 
305 310 315 320 

Asn Leu Pro Ala Pro iiro He Met Pro Gly Val Gly Leu Pro Glu Leu 
3 2*". 3 3 0 3 3 5 

Val Asn Pro Gly Leu Pro Pro Lou Pro Ser Met Pro Pro Aarg Aon Leu 
3 4 0 34 5 :•■ 5 0 

Pro Gly He Ala Pro Leu Pro Leu Pro Ser Glu Phe Leu Pro Ser Phe 
3SS 360 365 

Pro Leu Val Pro Glu Ser Ser Ser Ala Ala Ser Ser Gly Glu Leu Leu 
370 375 380 

Ser Ser Leu Pro Pro Thr Ser Asn Ala Pro Ser Aop Pro Ala Thr Thr 
385 390 395 400 

Thr Ala Lys Ala Asp Ala Ala Ser Ser Lea Thr Val Asp Val Thr Pro 
405 410 415 

Pro Thr Ala Lys Ala Pro Thr Thr Val Glu Asp Arg Val Gly A„op Ser 
420 42 5 430 

Thr Pro Val Ser Glu Ly3 Pro Val Ser Ala Ala Val Asp Ala Aon Ala 
435 440 4 45 

4 50 



(2) IKT"OP>l.^TICM FOR SE2» ID NO: 513: 

(1} SEQLTI^ICE CR^J^A^CTERISTICS : 

(A) Lti3SIGTH: 109 a.Th no acids 
(PO r^'PtP amino acid 
( D ) TC' PC ) L .(y:Ti : linear" 
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Acp Phe lie Val S^-r lie Asn Gly Ser Arg Leu Asn Lys Acp Asn A:ip 
3^ 40 4S 

Thr Leu Lys Asp Leu Leu Lys Xaa Asn Val Glu Lys Pro Val Lys Met 

5 50 5 5 6 0 

Leu lie T-,Tr Ser Ser Lys Thr Leu Glu Leu .Arq Glu Thr Ger Val Thr 

b5 7 0 7 5 8 0 

10 Pro Ser Asn Leu Trp Gly Gly Gin Gly Leu Leu Gly Val Ser lie Arg 

S5 90 95 

Phe C^/s Ser I'he Asp Gly Ala Asn Glu Asn Val Tr^j Hi:'-; 
100 105 



15 



(2) iriFORMATION FOR SE'l^ ID NO: 514: 

20 (i) GEQUETJCE CRARACTERISTICS : 

(A) LENGTH: 145 amino acids 

(B) T'/PE: amino acid 
(DJ TOPC-LCGY: linear 

(xi) SEQUEITJGE DESCRIPTION: SE2 ID NO: 514: 



25 



40 



55 



Glu Ser Asn Ser Pro Ala Ala Leu Ala Gly Leu Arg Pro His Ser Asp 
15 10 15 



'^^^.f^ lie He Gly Ala Asp Thr Val Met .'\sn Glu Ser Glu Asp Leu Phe 

30 20 25 30 

Ser Leu He Glu Thr His Glu Ala Lys Pro Leu Lys Leu lyr Val Tyr 

35 40 45 

35 Aisn Thr Asp Thr P-jo.p Asn ::ys Arg Glu Val He lie Thr Pro I^^n Ser 

50 55 60 



Ala Trp Gly Gly Glu Gly Ser Leu Gly Cys Gly He Gly 'l^/r Gly Tyr 

*55 70 75 80 

Leu His Arg He Pro Thr .Arg Pro Phe Glu Glu Gly Lys Lys He Ser 

85 90 95 



Leu Pro Gly Gin Met Ala Gly Thr Pro He Thr Pro Leu Lys Asp Gly 
4:> 100 105 110 

Phe Thr Glu Val Gin Leu Ser Ser Val Asn Pro Pro Ser Leu Ser Pro 
115 120 125 

50 Pro Gly Thr Thr Gly He Glu Gin Ser Leu Thr Gly Leu Ser He Ser 
130 135 140 



Ser 
145 



(2) INFORMATION FOR SEQ ID NO: 515: 
60 (i) SEQ0T2JCE CHAFJ^CTERISTICS: 
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(A) I.F2<[GT:i: 14 5 .imino Aczds 

(B) TfPE: amino acid 
( I J ) TO PC L C>3 \' : linear 

( >: 1 ) S E( jUK ;C E D SC R I PTI ON : S EQ ID UO : 515: 

Glu Ser Asn Ser Fru Ala Ala L.t-u Ala (^^ly Leu Arg Pro Xis Ser Asp 
1 10 1j 

'IV I lie II o Gly Ala A-i:;p Th:r Va 1 Met Asn Gl\j Gor Glu Asp Lew Phe 
2 0 2 S 3 0 

Ger Lou lie Glu Thr }ii.G Giu Ala L^'S Pro Leu I,v:^ Leu T\t Va) IVr 
3 5 4 0 4 5 

A 3 n Thr p Thr A^- p A.: : n <: .' y s A r q Glu V'a 1 lie II e T hi r P r; o A^ r i G e r 

50 55 60 

Ala Trp Gly Gly Glu Gly Ser Leu Gly Gys Gly 11^ Gly T^/r Gly Tyr 

h5 7 0 7 5 RO 

Leu His A r q lie Pro Thr /vT g Pro Ph Glu Glu G 1 y L\' s L\ - s 11 e S e r 

8 5 yO 9 5 

Leu Pro Gly Gin Met Ala Gly Thr Prc> lie Thr Pro Leu Lys Asp Gly 
100 10^ 110 

Phe Thr Giu Vfil Gin Leu Ger Ser Val Asn Pro Pro Ser Leu Ser Pro 
115 120 125 

Pro Gly Thr Thr Gly lie Glu Gin Ser Leu Thr Gly Leu Ser lie Ser 
130 13 5 14 0 

Ser 
145 



{2/ :MrOPK;^TIOt-^ for SEO TD MO: 516: 

( 1 ) S EQU^IC E C I LARAGTER I ST I G S : 

( A ) L FJ :g1^ H : 151 am i n :^ a c i ds 
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Leu Leu Pro Pre Gin Val Asn Gin Ser Leu Thr Ser Val Pro Pro Met 

8 5 90 9 5' 

Asn Pro Ala Thr Thr Leu Pro Gly Leu Met Pro Leu Pro Ala Gly Leu 
5 100 105 110 

Pro Asn Leu Pro Asn Leu Asn Leu Asn Leu Pro Ala Pro His lie Met 
115 120 125 

10 Pro Gly Val Gly Leu Pro Glu Leu Val Asn Pro Gly Leu Pro Pro Leu 
IJC) 135 140 

Pro Se2" Met Pre Pro Arg Asn 
145 ISO 



15 



(2) IMFOP^L^TION FOR SEQ ID NO: 517: 

20 (i) SEO'^JET'JGE GIIARACTERISTICS : 

(A) LENGTH: 109 ajnino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUEIJGE DESCRIPTION: SEQ ID NO: 517: 



25 



40 



50 



Pro Gly Leu Pro Pi-o Leu Pro Ser Met Pro Pro Arg Asn Leu Pro Gly 
15 10 15 



lie Ala Pro Leu Pro Leu Pro Ser Glu Phe Leu Pro Ser Phe Pro Leu 

30 20 25 30 

Val Pro Glu Ser Ser Ser Ala Ala Ser Ser Gly Glu Leu Leu Ser Ser 

35 40 45 

35 Levi Pr'L> Pro Thr Ser Asn Ala Pro Ser Asp Pro Ala Thr Thr Thr Ala 

50 55 60 



Lys Ala Asp Ala Ala Ser Ser Leu Thr Val Asp Val Thr Pro Pro Thr 

65 70 75 80 

Ala Lys Ala Pro Thr Thr Val Glu Asp Arg Val Gly Asp Ser Thr Pro 

BS 90 95 



Val Ser Glu Lys Pro Val Ser Ala Ala Val Asp Ala Asn 
45 100 105 



(2) IMFORMATICN FOR SEQ ID NO: 513: 



(i) SEQ^JU<iCE CHARACTERISTICS: 

(A) LENGTH: 93 amino acids 
(3) TYPE: amino acid 
(D) TOPOLOGY: linear 
55 (xi) SEQUHT^ICE DESCRIPTION: ^EQ ID NO: 518: 

lie Tyr Lys Val Phe Arg His Thr Al;', Gly Leu Lys Pro Glu Val Ser 
15 10 15 

60 Cys Phe Glu Asn He Arg Ser Cys AL^ Arg Xaa Xaa Xaa Xaa Xaa Xaa 
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2 0 : 5 3 0 

X a a X a a X a X a a X a a X a a 'Vttj lie P h e G 1 y V a 1 L e v : Mis V a 1 V a 1 Hi :;. 

5 

Ala Ser Vai Val Thr Ala 'r^r Lou Phe Thr Vai Ser A^^n Ala Phe Gin 

SO SS 60 

Gly Met Phe He I'he Levi Phe Leu Cys Val Leu Ser Arg Lys lie Gin 
10 6S 70 7S 80 

Glu Glu ^V^^ '1^/^^ •'^-'-g Leu Phe Lys Asn Val Pro Cys Cys 

8 0 90 

15 

(2) irJFGPmTIOrj lor LLO id NO; 519; 

( i ) S EC : TE: JC L C H.' -J^ACTE R I ST I C G : 
20 (A) LET-IGTH: Ob amino acicis 

( B ) Ti'PE : ami no ac id 

( L } TO^'LCGO' : 1 inear 
( X i ) SEC?L^^ IC E DLSCR I PTI ON : S EQ ID UO : 019: 

25 Trp He Phe Gly Val Leu His Val Val His Ala Ser Val Val Thr Ala 
1 0 10 15 

Tyr Leu Plie Thr OLil Ser Ajsn Ala Phe <Oln Gly Met Phe He Phe Leu 
20 2 5 30 

Phe Leu Cys 'Oa 1 L-u Ser Arg Lys He Gin Glu Glu ly^ 'H-'r Ajrg Leu 
3 5 4 0 S 



30 



Phe Lys /^n Val Pro Cys C\'s 

35 50 s 



40 



45 



50 



(2^ irn-OFLLATTON O^CR GEO> ID NO: 52 0: 

' i) S EQL^^TG E CRAPA^CTER I ST I C S : 

U'\) Lr2-JGT:i: 50 amino aoids 

(D) TC-PCLOoy ; linear 
rEyOTKilVE H-VCP I iTIOrJ : SEQ Ip :: \ 00": 

Al.i L^ru :0".r Aa"-j 1 l.e I'r:* i-'r^j /u;p Trp OOil H-- .Asr: OOi 1 Thr Ala 

1 0 10 10 

Val Ser Phe A hi Gly Lys, Thr Thr Ala .Arg Phe Phe Xaa his Ser Ser 

20 2- 0>^ 

p-o Pro 0^'r Leu GL/ Aso -Oln AH Aura Thr A:::o Pr-:^ OG \^ His 001 n Ar-r 



60 
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(2) irOFORMATION FCR SEQ ID MO: 521: 

( 1 ) SEQUOICE CHAPACTERISTICS : 

(A) LENGTH: 27 amino acids 
5 (B) TYPE: amino acid 

( D ) TO TOLOGY : 1 i n ear 
(x.i) SEQUETJCE DESCRIPTION: SEQ ID NO: 521: 

Leu Gin Glu Val Asn He Thr Leu Pro Glu Asn Ser Val Trp Tyr Glu 
10 1 10 15 

Arg Tyr Lys Phe A£-p He Pro Val Phe His Leu 

20 25 



(2) IMFORMATION FOR SEQ ID NO; 522: 

(i) SEQUENCE CHAPACTERISTICS : 
20 (A) LO^JGTH: 110 amino acids 

(Bl TYPE: amino acid 
(D) TOI>OL(3GY: linear 
(xi) SEQUEraCE DESCRIPTION: SEQ ID NO: 522: 

25 Met Gin Gly Ser GLy Ser Gin Phe Arg Ala Cys Leu Leu C^s Leu Cys 
15 10 15 

Phe Ser Cys Pro Cys Ser Pro Gly Gly Pro Arg Trp Asn Ser Arg Gin 

20 25 30 

Gly Gly Arg Arg Phe Fro Lys Thr (2ys Arg Ala He Ser Gin Asn Leu 
35 40 45 



30 



Val Phe Lys Tyr Lys Thr Phe Cys Pro Val Arg T>Tr Met Gin Pro His 
35 50 55 60 

Arg Ser Ser Leu Cys Leu His Phe Thr Ser Tyr Val Phe He Leu Ser 

65 70 ^ 75 80 

40 Thr Trp Gly Ser Leu Arg Thr Tyr Ser Thr Asp Leu Lys Lys Lys Lys 

85 90 95 



Lys Asn Ser Arg 3ly Gly Pro Val Pro He Arg Pro Lys Ser 
100 105 110 



45 



(2) INFORMATION FCR SEQ ID NO: 523: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 99 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

55 

(XX) SEQUENCE DESCRIPTION: SEQ ID NO: 523: 
TAGCATGTAG CCAGTCGAAT AACNTATAAG GACAAAGTGG AGTCCACGCG TGCGGCCGTC 60 
60 TAGACTAGTG GATCCCCCGG CTGCAGGATT CGGCACGAG 99 
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(2) IMFORl-lATICN FOR SEQ ID NO: 5 24: 

( A ) LENGTH : S 1 ami no ac x dr.-; 
(3) Ti'PE: ammo acid 
10 (D) TOPDLO:;Y: linear 

(XI) SEQ'UEriCE DESCRIPTIC-Tj : SEQ ID MO: b'AA: 

M-'C Giri Gly S-?r Gly Scr Gin Phe Arg Ala Cys L^^u Lou Gyi^ Lo^u C\- 
'l 10 I- 



15 



;;er Pro Gly Gly Pro I'jrg Tri.j Ajn 3-. r Ar .; Gm 



Gl-/ GG/ /vrq P^q tT.c Fr(3 ^.y-S ::ix \^y^ ■ 

20 ' ^ 3b 40 

Val Phe Ly3 

SO 



2^ 



(2) I::EGRMATI0:J F;:R OEg id TJO: 525: 



; 1 ; OEIL^rJIE CiiAFAGTERISTICS : 
30 (■ ' LEIIGT}! : b4 amino acids 

'GG Ti'PE: ammo acid 

( r TOPCLOGY : 1 inear 
(Xii OECG^I-I?^ DESCRIPTION: SEQ ID NO : 52 5: 

35 Pro V^l An Zyr M-G. Gin Pro His Arg 5er Ser Lou Gyr: Leu His Phe 
] ' 10 !'::> 

T t ir ::G ' r 1 "y r G 1 1 n > - He Leu Ser I^ hr T rrj G 1 y Ser Leu A r q G h r 'G_;' r 
2 0 2 S 3 0 



40 



45 



50 



:-.p L^u LyG L-/o Lys Lys Lys A^n Oor Arq Oly Giy Pro Val 
• 4 D 4 



f 2 ) I riE or:4AT i on e: "-r s eq id ncg 52 6: 

'i) SEOUT-IJGE GHAi^AGTERIOTIC:" 
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20 25 



Pro Lys T^yr Ala Gly Leu 
35 



(2) INFORMATIOn FOR SEQ ID I JO : 527: 

10 ( L ) S KQITEJ^K: E C H/J^^CTER ISTICS: 

(A) LETTOTH: 161 amino acids 

(B) TYPE: amino acid 
(D) TOP-DLOGY: linear 

(XI ) SE^UETJCE DESCRIPTION: SEQ ID MO: 52 7 



15 



Met Pro Arc; T^ir Sc-r Lys Cys Arg Gin Leu Leu Cys Ser Gly Ala 

1 10 15 



.Ser Arg Asn A;:p Thr Ala Ala Arg Gin Ser Thr Cys Ser Ser His 

20 20 25 30 

Arg Pro Pro Gly Lys lie Pro Ser Leu Gly Pro P-j^g Arg Xaa Pro Gly 
35 40 45 

25 Cys Xaa Ser Val Pro Ser Ser .Arg Gly Glu Gin Ser Thr Gly Ser Pro 

50 55 60 

Ala Ala Pro Arg Cys Gly Arg -Arg Asp Ala His Gly Leu Pro Gly 

65 70 75 80 



30 



;ly Ala Ala Met Thr Pro Gly Asp Thr Trp Ala Ser Phe .Asn Pro Arg 
S5 90 95 



Ala Gly His S^ r Lys Ser Gin Gly Glu Gly Gin Glu Ser Ser Gly Ala 
35 ^ 100 105 110 

Ser Arg Gin Asp Arg His Pro Val Ser His Trp Val Glu Arg Gin Arg 
115 ~ 120 125 

40 Glu Ala Trp Gly Ala Pro Arg Ser Ser Ser Ala Gly Gly Val Lys Val 
130 135 140 

Ala Ala Thr Thr Glu /-jrg Glu Pro Glu Phe Lys He Lys Thr Gly Lys 
145 150 155 160 



45 



50 



Ala 



(2) IMFORMATION FOR SEQ ID NO: 528: 



(i) SEQUEIJCE CHARACTERISTICS: 

(A) LENGTH: 88 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 528: 

Cys Ser Gly Ala Ser Arg Asn Ala Asp Thr Ala Ala Arg Gin Ser Thr 
60 1 5 10 15 
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Cy s S e r S e r H s .\r g Fr o Pro G 1 y I s Tie F' r d S e r L 1 1 G 1 y F' l o Ar i 

2 0 2 5 0 

/org Xaa Fro Gly Cys Xaa ;;er Va I Pro Ser Ser Ai'g Gly Glu Gin Sei 

3S '10 4S 

Thr Giy Ser F'ro Ala Aia Fro Arg Cys Giy Arq Arg Ar.p Ala His Ar^ 

50 55 60 

Gly l.eu Fro C;ly Gly Ala Ala Mu^t Thr Fro Gly Ar.p Thr Trp Ala S^-r 

65 7 0 7 5 ^0 

Phe Asn Pro Arg Ala C;ly Mis Ser 
85 



{ I) S EQURr JC E ' : H/iRACTEF^ I ST I G S : 

(A) LET'JGTH: 5 9 ammo acids 

( B ) T'/PE : amino ac id 

( D ) TCE>OLCKGY : 1 inear 
(xi) SEGUEI'JCE DKSGP.IPTION : SEQ IC^ NO: 52 9: 

Gin Gly Glu Gly Gin (^lu S^?r Sor Gly Ala Ser Arg Gin Asp .^g His 
1 5 10 15 

Pro Val Ser His Trp \'^al Glu Arg Gin Arg Glu Ala Trp Gly Ala Pro 

20 25 30 

Arg Ser Ser Ser Ala Lily v.;ly Va L Sys Val Ala Ala Thr Thr Gla Arg 
3 5 4 0 4 5 

Glu Pro Glu Phe Lys I le Lys 7^hr Gly Lys Ala 

5C 5 5 



(2) :::P0P1'1AT10M for SE'2> id no : 530: 

(i) S:-:vue::ce chai-acteristics : 

(Ai SFi:GT:i: 2 3 cXrTMno ac r3s 
iV.) TiPK: aninL> acid 
(O) T5GX3L0::Y; linear 
(xi) SEQaF;r:CE DESCRIPTTOM: SEQ id NO: 53 0: 

Met Ser Pro Arg l.yr Pro Gly Gly Pro Aarg Pro Pro Leu ;^g He Pro 
1 5 10 15 
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Asn T^vTT Gly Gly 
65 

Gly Met Pro Gly 

5 

Asn Pro Thr Asn 
100 

10 Asn T-y-r Val Gly 
115 

Met Pro Ser Pro 
130 

15 

Leu Met Asn Ala 
145 

Gly Pro Glv Ser 

20 

His His Met Asn 

130 

25 Lys Asn Ser Pro 
195 

Ajt g A^ p As p G 1 y 
210 

30 

Glu Ser Tyr Se.T 
225 



Ala Met Arg Pro Pro Peu 
70 

Met Asn Met Gly Pro Gly 

85 90 

Ala Asn Ser lie Pro T\t: 
105 

Pro Pro Gly Gly Gly Gly 
120 

Ala Asp Ser Thr Asn Ser 
135 

Val Pro Pro Gly Pro Asn 
15 0 

Asp Gly Pro Met GLy Gly 
165 170 

Gly Ser Leu Gly Ser Gly 

185 

Asn P^n Met Ser Leu Ser 

2 00 

Glu Met: Gly Gly Asn Phe 
215 

Pro Ser Met Thr Met Ser 
230 



Asn Ala Lev.; Gly Gly Pro 

75 8 0 

Gly Gly Arg Pro Trp Pro 

95 

Ser Ser Ala Ser Pro Gly 
110 

Pro Pro Gly Thr Pro lie 



Gly ;^sp Asn Met l%n: Thr 
140 

Arg Pro Asn Pne Pro Met 

155 160 

Leu (.;ly Gly Met Glu Ser 

175 

Asp Met Asp Ser Tie Ser 
190 

Asn Gin Pro Gly Thr Pro 

205 

Leu Asn Pro Phe Gin Ser 
220 

Val 

235 



35 

(2) INTOFl-lATION FOR SEQ ID NO : 531: 

(i) SEQL^JCE CHARACTERISTIGS : 

{A) LENGTH: 114 ammo acids 
40 (B) TYPE: amino acid 

(D) TOPOLCGY : linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 531: 

Met Ser Pro Arg Tyr Pro 3ly Gly Pro Arg Pro Pro Leu Arg lie Pro 
45 1 5 10 15 

Asn Gin Ala Leu Gly Gly Val Pro Gly Ser Gin Pro Leu Leu Pro Ser 
20 25 30 

50 Gly Met .Asp Pro Thr Arg Gin Gin Gly His Pro Asn Met Gly Gly Pro 
35 40 45 

Met Gin Arg Met Thr Pro Pro Arg Gly Met Val Pro Leu Gly Pro Gin 
50 55 60 

55 

Asn Tyr Gly Gly Ala Met Arg Pro Pro Leu Asn Ala Leu Gly Gly Pro 
65 70 75 80 

Gly Met Pro Gly Met Asn Met Gly Pro Gly Gly Gly Arg Pro Trp Pro 
60 85 90 95 
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Asn Pro Tl:ir Ac^n Ala Asn 3er i lo Pro ^r\'r S-^r Jer Ala St/r Pr::^ 
100 L05 110 

Asn T-yr 



(2) I:TF0R!-IATI0!I for SEQ id MO: 53 2: 

{ 1 ) S EQ' JEIMC E CHAPACTEF< 1 3T ICS: 

(A) LH^JGTH: ol amino acids 

(B) T/PE : ammo acid 
(D) T0PC)LC>:;Y : linear 

(Xi) 3E:jlIENCE rESCRIl^TIOM: SEQ ID tJC : 532: 

Leu Asn Ala Leu G Ly Gly Pro Gly Met Pro GLy Met; A^:n Met Gly Pr^ 
1 5 10 1- 

Gly Gly Gly Az'^ Pro Trp I'ro Asn Pro Thr A^sn Ala Asn Ser He Pro 
2 0 2 5 3 0 

T>Tr Ser Ser Ala Ser Pro Gly Asn T^yir Val Gly Pro Pro Gly Gly Gly 
3b 40 45 

Gly Pro Pro CAy Tnr Pro He Met Pro Ser Pro Ala Asp Ser Thr Asn 

50 55 60 

Ser Gly Asp Asn Met T-^^r Tlir Leu Met Asn Ala Val Pro Pre- Giy Pro 
65 70 75 SO 

Asn 



M iriFOrl-l^TICN FOR SE.^ ID NO : 53 3: 

( 1 ) s EC »ue: JC E C} i;u?AC TE R I ST I C S : 

(A) LET^GTH : 70 ammo acids 

(B) T/PP:: ammo acid 
( D ) T01>OLOC;Y : 1 mear 

SPQUEKCE DKSOR; l-O^l Ori : SEQ ID NO: 53 3: 

1 5 10 

?r Leu Gly Ser Gly Asp Met Asp Ser He Ser Lys Asn Ser Pro Asn 
20 25 30 
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10 



15 



35 



45 



55 



636 



(2) ir.TOFi-mTION FOR 3EQ ID :;0 : S34: 

(i) SEQrjEIJCE CHAFACTERISTICS: 

(A) LEi-JGTH : 14 ammo acids 

(B) TYPE: cijp.mo acid 
(D) TOPI'IXXjY: linear 

(xi) SEQUENCE EESCRIPTICM: SEQ ID NO; 53'; : 

Thr Cys Glu His Ser Ser Cilu ^^.la Lys Ala Phe Uis Asp T^t: 
1 S 10 



(2) INFORMATION FOR SEQ ID NO: 53 5; 



( 1 ) SEQLIENCE CHAFACTERISTICS ; 

(A) LENGTH: S ^+ ammo acids 
20 (B) T'i'FE: amino acid 

( D ) TOFCT.ajY : 1 mear 
(XI) SEQOENCE LES ::RI PTION : SEQ ID NO: 53S: 

Gin Aia Phe Val Leu L^-.i Ser Asp Lea Leu Leu He Phe Ser Pro Gin 
25 1 5 10 15 

Met He Val Gly G.'.y Ar q Asp Phe Leu Arg Pro Leu Val Phe Phe Pro 
20 25 30 

30 Glu Ala Thr Leu Gin Ser '3lu Leu Ala Ser Phe Leu Met Asp His Val 
35 40 45 



Phe lie Gin Pro Gly Asp Leu C^ly Ser Gly Ala 
50 55 



(2) irJFORMATION FOR SEQ ID NO: 536: 

40 (i) SEQUEtJCE CliAFACTERISTICS : 

(A) LENGTH: 4 3 amino acids 

(B) TYPE; amino acid 
(D) TOPDLOGY: linear 

(xi) SEQUElvICE DESCRIPTION: SEQ ID NO: 53 6: 



Ala Cys Ser T^^r Leu Leu Cys Asn Pro Glu Phe Thr Phe Phe Ser Arg 
15 10 15 



Ala Asp Phe Ala Arg Ser Gin Leu Val Asp Leu Leu Thr Asp Arg Phe 
50 20 ^ 25 30 



Gin Gin Glu Leu Glu Glu Leu Leu Gin Val Gly 
35 40 



(2) INFORMATION FOR SEQ ID NO: 537: 



(i) SEQUENCE CHARACTERISTICS: 
60 (A) LENGTH: 3 5 ammo acids 
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(3) TiPE: cunirio acid 
(D) TCPCDDCr/; linear 
(>:i) SKQUETJCE TECCR I l>TiCr] : SEQ ID rJO : 5.^':^: 

5 Gin Lys Gin Leu Ser Ser Levi Arq Asp Arg M-i-C Val Ala v_v:' Glii 

i S 10 15 

Leu Cys Gin S*?'r Cy-"^ Leu Ser As?) Val Asp Thr Glu Il-a Gin c:,lu Gin 
2 0 2 S 10 

10 

Va 1 3or Thir 
35 



15 



30 



45 



(2) irCFCRllATIC;N FOR SEQ 1 1) Nf- 3 3 : 



( 1 ) SEOUKTJGE CLLAR/vGTEF.ISTICS : 

(A) M::JC;TH; 2 7 ammo acids 
20 (B) ^r/PE: ammo acid 

(D) TOPOLOGY : linear 
{ X 1 ) G :-:C^UEr JC E DE SC P. I P : I ON : 3 EQ ID NO : S 3 B : 

Gin Val lie Leu Pro Ala Leu Thr Leu Val T-/r Phe Ser lie Leu Trp 
25 1 ^- 10 15 

Thr Leu Thr Hls He Ser Lyjj ;ier Asp Ala Ser 
20 25 



(2) iriFORI^TIijrJ FOR GEQ IP' MO: 53 9: 



( 1 ) Jl^J^IGE CI iAPACTE. R I ST I C S : 

35 (A) LENGTH: 3 1 airano acids 

(T^) TYPE: ^iinmo acid 

( D ) TO' p- J LCx:;:!^ : 1 1 ne a r 
(XI) S KQL^ 10 E r E S3C R I PTI CTJ : SEQ I FJ NO : 539: 

40 S^r Thr His Asp r.eu Thr Arg Trp Glu Leu T^/r Glu Pro '.:yr, Oys Glr 
1 5 10 15 

Leu Leu Gin L/:^ Ala Val Asp Thr G..y Xaa Val Pro Eis Gin Va^ 



1 "1 



(2) INTORMATION FOR SEQ ID N'0 : 540: 

50 ( 1 ) G EQUETCCE ■OIL^-.F.AGTE R I GT I 2 S : 

(A) LE^JGTH: IC'5 aniino acids 
( P ) TiPE : zuv. : : :o acid 



Pr 
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His Glu }Ii3 Gly His Gin Ala Ary Pro Pro Azg Leu Leu Xa.:i Thir Ser 

3S ■;o 45 

5 Leu Met Pro Leu Ser Thr Pro Ala Ala Ala Gin Leu Leu ^rrp Thr Gin 
b 0 5 5 6 0 

Leu Thr Pro Met: Gly Gly Arg Pro Gly Gly Arg His Ser Pro Pro Thr 
65 70 75 BO 

Leu His Thr Gly Pro Arg Ala Leu Pro Fro Gly Pro Pro His Pro Ger 

R5 90 95 



10 



Leu His Val Ala Ala Leu Ser Leu Leu Arg 
15 100 105 



20 



35 



50 



(2) IMFORr4ATT0N LOR SEQ ID NC : 541: 



{ 1 ) SEQUE^]CE CJ4/J?ACTERISTICS : 

(A) LE^JGTH: 2 0'^ amino acids 
(E) T'i'PE: ammo acid 
( D ) TOPOLOGY : 1 i near 
25 (xi) SEQUENGE DESCRIPTION: SEQ ID NO: 541: 

Glu Gin Val Leu Ala Leu Leu Trp P:r-o Arg Phe Glu Leu lie Leu Glu 
15 10 15 

30 Met A^n Val Gin Ser Val Arg Ser Thr Asp Pro Gin .Arg Leu Gly Gly 
20 25 30 

Leu Asp Thr .Arg Pro His "V^ lie Tlir Arg Arg Tyr Ala Glu Pbie Ser 
35 40 45 



Ser Ala Leu Val Ser He Asn Gin Tiir He Pro Asn Glu Arg Thr Met 
50 55 60 



Gin Leu Leu Gly Gin Leu Gin Val Glu Val Glu Asn Phe Val Leu Arg 

40 65 70 75 80 

Val Ala Ala Glu Phe Ser Ser Arg Lys Glu Gin Leu Val Phe Leu He 

85 90 95 

45 Asn Asn Tyr .Asp Met Met Leu Gly Val Leu Met Glu Ajrg Ala Ala Asp 

100 105 110 

Asp Ser Lys Glu Val Glu Ser Phe Gin Gin Leu Leu Asn Ala A.rg Thr 

115 120 125 



Gin Glu Phe He Glu Glu Leu Leu Ser Pro Pro Phe Gly Gly Leu Val 
130 135 140 



Ala Phe Val Lys Glu Ala Glu Ala Leu He Glu Arg Gly Gin Ala Glu 
55 145 150 155 160 

Arg Leu Arg Gly Glu Glu Ala Arg Val Thr Gin Leu He Arg Gly Phe 
165 170 175 

60 Gly Ser Ser Trp Lys Ser Ser Val Glu Ser Lou Ser Gin Asp Val Met 
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IBO 185 

Arg Ser Phe Thr Asn Pne Arq Asn Gly Thr Ser li^ 
195 2 00 



(2) ir-JFGRMATICN FOR SEC? ID MO: S42 : 

il) :-JEQUENCE CH^PACTERISTICS : 

{ A ) L El-^GTl i: 110 i n o a c i 

(3) TYPE: ammo acid 

( D ) TOPDL'XTi' : 1 1 near 
(XI) SEQUET-^ICE DESCRIPTION: SEQ ID NO: 54 2: 

Ala L^,u Leu Lys Tyr Ar^ij Phe Phe T\-r Gin Phe Leu Leu Giy A^n Glu 
1 5 10 15 

Arg Ala Tnjr Ala i.ys i^iu lit- / y Asp Glu 'r_/'r Val Clu Tnr Leu Per 

20 25 

Lys He T-yr Leu Ser lyr T^^-r Arcj Ser 'IV r Leu Gly Arg L^-u Met Lvg 
3 5 -^0 4 5 

Vai Gin Tv^r Glu Glu Val Ala Glu Lys Asp Asp Leu Met Gly Va 1 Glu 

50 55 60 

Asp Thr Ala Lys Lys Gly Phe Xaa Ser Lys Pro Ser Leu Arq Ser Arg 
65 ^ 70 75 80 

Asn Thr He Phe Thr Leu Gly Thr Aurg Gly Ser Val Ho Ser Pro Thr 
85 90 95 

Glu Leu Glu Ala Pro He Leu Val Pro His Thr Ala Gin Azg 
10 0 ICS 110 



(2) iriFOPl-L^TICN FOR SEQ ID NO: 543: 

( I ) SEQLTFJ^ICE CHARACTEKISTIOS : 

(A) LE:JGTH : 97 arrano a^^ids 

( 3 ) T'r'PE : am i r^.o ac id 

{ L) TCdX:)LaSY : 1 1 near 
<xi) SEQLE:i:CE DESCRIPTION: SEQ ID NC^ : 5H : 

Glu Gin .Aig Tyr Pro £'he Glu Ala Leu Phe Arq Ser Gin Hi 3 T^y-r Xaa 
1 5 10 15 

Leu Leu Asp Asn Ser Cys Arg Glu I^a: Leu Phe He C\'3 Glu Phe Phe 
m 2 5 3 0 
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640 



Phe Arg Asn II^ 



Ala Ala Lys Arg Acp Val 

3 5 90 



Pro Ala Lc'U 



95 



Trp 



10 (2) INFOPKATIOM FOR SEQ ID NO: S44 ; 

( 1 ) SEQT.^JCE C1P--PACTEP.I5TICS : 

(A) LENGTH: 2 6 aim no acids 
(Bf TYPP: : amino acid 
15 ( D } TC PC LCO Y : 1 1 ne az 

{:<!'. SEQUKIJCE DESCRIPTION: SEQ ID NO: 54 4: 

Gly Gly Leu Asp Thr Arg Pro His T\'r lie Thr v^Jtrg Arq Tvr Ala Glu 
15 10 15 

20 

Phe Ser .Ser Al = i Le\j '/al Ser He? Asn Gin 
2i:) 2 5 



25 



40 



55 



(2) INT^DPi4ATIOr] FOR SEQ ID NO: 54 5: 



{ L) SEQiJEiacE CRAFACTERISTICS : 

(A) LENGTH: 2 0 ammo acids 
30 (B) T'i'PE : amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIP^nOM : SE(2 ID NO: 545: 

Ser Arq L.ys Glu Gin Le-u Val Phe Leu He Asn Asn T-jT Asp Net. Met 
35 15 10 15 

Leu Gly Val Leu 

2 0 



(2) INEORMATION FOR SEQ ID NO : 546: 



(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 411 amino acids 

(B) TYPE : ammo acid 

(D) TOPOLOGY: lineair 
(xi) SEQUEIMCE DESCRIPTION: SEQ ID NO: 546: 

50 Ala Leu Leu Lys T^tt Ai-g Phe Phe T^^tr Gin Phe Leu Leu Gly Asn Glu 
15 10 15 

Arg Ala Thr Ala Lys Glu He Arg Asp Glu Tyr Val Glu Thr Leu Ser 
20 25 30 



Lys He Tyr Leu Ser Tyr Tyr .Arg Ser Tyr Leu Gly Arg Leu Met Lys 
35 40 45 



Val Gin Tyr Glu Glu Val Ala Glu Lys Asp Asp Leu Met Gly Val Glu 
60 50 55 60 
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A3p Thr Ala Ly?^- Lv3 Gly Fhe Xaa ::*_>r L//o ^*r; -il-r . Ara .^-f:r .-.r - 
65 '"'0 

Asn I'hr II- the Thir i,eu Gly Thr Ar^ Giy :^---r '/-I II-: T-^r ^r": 7-r 

Giu Leu Giu Ala i'ro Ilo L^ju Val Pro Hi.~ Thr AL^i A_.:-. Ar :^ Aia 
100 ICS -^'^ 

Cin Arg 'r/r; p!-o I'h^ G Ai Ala Leu Phe Arg Ser U^r:i H:" T^/r :■: ^a 
115 120 1-:^ 

P^^u Aap A^-^n Ser L:ys A^.q A Pj T/r P'E'U Phe lie Cys G- - 5 ae l-ae .'e_ 

i;ui 135 i-:* 

Vai Ger ^L;ly Prr> Xaa Al -i His A^-p Peu Phe A_ a V:.^ yet: e^y Ar t 

MS 150 155 15: 

5"hr Lv'U A^'L M-t Tax P-a Pys Hi a Leu Ar^p Ser Tyr P-va Ala G_rp Ay; 

165 I'^O -'5 

'P.r Aap Ala lie Ala Val Phe Leu O/s He His Zle Val _-u Ara Pea 
ISO 135 -50 

Arg Asn He Ala Ala P:.'a Ara Asp Val Pre Ala P-aj Aa;r .-a-g O'yr P-rp 
195 200 251 

c;lu Gin Val P--u Ala Leu Leu Trp Pro Paig Phe Gla Lev, He I.ea Gla 
210 215 225 

Met: Asn Val 'Gin Ser Val Aiyj Ger I'hr Asp Prr 5 In Ar^ L-u G_a- G_^- 
2 2 5 2 3 0 2 3 5 2 1 

Leu Asp Thr Ar a Pra His 'P/^ ^ '^^^ 2ura Ars Py^r Ala Glu ?se Ger 
2-;5 250 2H 

Ser Ala L-u Vai G^-r He Asn Gin Thr He Pri Asn 5-- Asra Irs: ye: 
260 265 2^0 

Gin L-a P^-u ■.^ 1 y Gin Le*u Gin Val C la Val Gla G^n Psa 5H 1 5-.: Asv 

2^0 2H 

'/ -il Ala Al:i GP: PS*.- 5-: G- r Arg Is's 5 Pa Gls Pea 55^^ 5s- 1 s^ _ A> 
250 255 315 



Asn Asn Ayr Asp yet P-u OA y GPi 1 Peu M^^ --U A: 

305 310 315 



i a ---- - ^ 



Asp Ger Lys Glu Val Gia G^r she Gin Gin Leu 1-^u A_,- Ala 5s:.. Thr 
2 5 3 3 0 3 1 5 
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Gi\' Ser Ser Prp Lys Ser o^'^r VaL Glu Ser Leu Ser Gin ^cp Val Met 

3^^' 390 -;00 

.^^g Ser Phe Thr Asn F'he Arg Asn Gly Thr Ser 

4 C; 5 410 



10 [2) rrJFORI^ATIOM FOR SEQ ::D NO: 547: 

( i ) SEQUE^JCE Cli/iR^GTERISTIGS : 

(A) LETnIGTH: 3 C 3 ammo acids 

(B) TYPE: ammo acid 
15 (D) TO PC LOGY: linear 

ixi) SEQUETJCE DESCRIPTION. SEQ ID TiO : S47: 



20 



35 



50 



T/r Glu Gly Lys Glu Phe Asp T^/r Val Phe Ser lie Asp Val A^n Glu 

:! 5 10 13 

Giy Gly Pro Ser 'Ty-r Lys Leu Pro Tvt: Asn Tl-ir Ser Asp Asp F'ro Trp 

2 0 2 5 3 0 



Leu Thr Ala Tyr Asn F'he Leu Gin Lys Asn Asp Leu Asn Pro Mec Phe 

25 35 40 ' 45 

Leu Asp Gin Val Ala Lys Phe lie lie Asp Asn Thr Lys Gl^^- Gin Met 

50 55 60 

30 Leu Gly Leu Gly Asn Pro Ser Phe Ser Asp Pro Phe Thr Gly Gly Gly 

6^ 70 75 80 



Arg Tv-r Val Pro Gly Ser Ser Gly Ser Ser Ar.n Thnr Leu Pro Thr" Ale 

8 5 90 9 5 

Asp Pro Phe Thr Gly Ala Gly Arg T^^tt Val Pro Gly Ser Ala Ser Met 

100 105 110 



Gly Thr Thr Met Ala Gly Val Asp Pro Phe Tbur Gly Asn Ser Ala Tyr 

40 115 120 125 

Arg Ser Ala Ala Ser Lys Thr Mec Asn lie Tj.'r Phe Pro Lys Lys Glu 

130 135 140 

45 Ala Val Thjr Phe Asp Gin Ala Asn Pro Thr Gin He Leu Gly Lys Leu 

145 150 155 160 



Lys Glu Leu .Asn Gly Th^ Ala Pro Glu Glu Lys Lys Leu Thr Glu Asp 
165 170 175 

Asp Leu He Leu Leu Glu Lys He Leu Ser Leu He Cys Asn Ser Ser 
180 185 190 



Ser C^u Lys Pro Thx Val Gin Gin Leu Gin He Leu Trp Lys Ala He 
55 195 200 205 

Asn Cys Pro Glu Asp He Val Phe Pro Ala Leu Asp He Leu Arg Leu 
210 215 220 

60 Ser He Lys His Pro Ser Val Asn Glu Asn Phe Cys Asn Glu Lys Glu 
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22S 230 2^.^^ 2 -.J 

•My Al.5i Gin Phe Ser 2er Hi3 I.^ou li- A53n Le\: Leu A.;n Pro Lys Giy 

:: 4 5 2 5 0 2 

5 

L\'S Pr:j Aia Ai^n Gin Lou Lou Ala L-u 2vrg '2hr P.ho C'/s A^-.n C'/g Ph- 
2 6 CJ 2 6 2 7 0 

Val Giy Gin Ala Giy Gin Lyr, Leu Met Met Ser Gin Ai'g <.;iu Ser Lt/u 
10 275 2B0 285 

i-:-.:- G-r HiJ Ala lie Giu Leu Lys :>er Giy Ger Asn L\'S Af^n lie 
2 0 2 y S "3 C 0 



15 



40 



i:rr.::-f-2\T:G!-: iG'R GEQ id NC: 5 4?^: 



, -i 'jrrn: Tx.-^ .^'^p f'f T AR AGTERI GT ICLT! 1 
20 lA; LI^^GTH: 1 amirv"^ acidn 

GG TfPE: amino acid 
( L J TGPOLCX^Y : linear 
G-:i) SE^^GGJGE DLGCRTin^ION: GEO NO: 548: 

25 H:s 11- Aia Lea Aia Thr Leu Ala Leu Asn 7Vr Ser Val Gys Phe His 
I '\ 10 15 



30 



(2) Ii:?^' ;?MAT:2:; pgr SEQ id tlO: 54 9: 

35 [ i ) GPvGt:::GE characteristigg : 

{ A } L EisIGTr i : 4 9 ami no acids 
G^; T'iPE: amino acid 
( L ■ TGPOLi2CY . 1 1 neci r 
(xi; LLeUEIJGE DEGGRIPTION: GEQ ID NO: 549: 



L-s A^n il- ..Gu Giy Lys Ala Gin Gys Leu Per Leu lie S^r Thr lie 

15 10 15 



L^^M 'Giu '/li 5' 1 i 5G:t AoO Leu Giu Ala Thr Phe A^:j Leu Leu Val Ala 
45 . ' 25 :5 

Lei.1 Giy Thr Leu ih.' Ser Ar>p At.p ;>er Asn Aia Val Gin L^u Ala Lys 
35 40 '15 

50 Ser 



GG 'GfPL : . i:nl^^.:■^ a^: : a 
60 G-i T^^P'GG^-V ; ! in^- ir 
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(Xi) SEQ'UEJ^ICE DESCRIPTION: SEQ ID MO: 55 0: 

Lfcu Cly Vai Asp :::er Gin lie Lys Lys Ty^r Ser Ser Vai Ser Glu Pro 
15 10 15 

Ala Lys Vai Ser Glu Cys Cys Arg Phe lie Leu Acn Leu Leu 
2 0 2 5 3 0 



(2) irJFOPl-lATICN B-OR Sh.Q ID NC): 5 51: 

{ 1 ) SEQLTErrcE CHAPJ^CTERISTICS : 

(A) LENGTH: 400 amino acids 

(E) T^TE: amino acid 

{ D ) TOPOLOG"/ : 1 inear 
(xi) SE'.)UErJCE DESCRIPTION: SEQ ID NO: 551: 

TyT: Glu Gly Lys 'Glu Phe Asp Tyr Vai Phe Ser lie Asp Vai Asn Glu 
15 10 15 

Gly Gly Pro Ser T^/r Lys Leu Pro Tyr Aon Thr Ser A^p Asp Pro Trp 
20 25 30 

Leu Thr Ala T-yr Asn Phe Leu Gin Lys A^n Asp Leu Asn Pro Met Phe 
35 40 45 

Leu Asp Gin Vai Ala Lys Phe lie He Asp Asn Thr Lys Gly Gin Met 
50 55 60 

Leu Gly Leu Gl;,' Asn Pro Ser Phe Ser Asp Pro Phe Thr Gly Gly Gly 

65 70 75 80 

Ai-g "Vr Vai Pro Gly Ser Ser Gly Ser Ser Asn Thr Leu Pro Thr Ala 
35 90 95 

Asp Pro Phe Thr Gly Ala Gly Arg ^Fyr Vai Pro Gly Ser Ala Ser Met 
100 105 110 

Gly Thr Thr Met Ala Gly Vai Asp Pro Phe Thr Gly Asn Ser Ala Tyr 
115 120 125 

Arg Ser Ala Ala Ser Lys Thr Met Asn He Tyr Phe Pro Lys Lys Glu 
130 135 140 

Ala Vai Thr Phe .Asp Gin Ala Asn Pro Thr Gin He Leu Gly Lys Leu 
145 150 155 160 

Lys Glu Leu Asn Gly Thr Ala Pro Glu Glu Lys Lys Leu Thr Glu Asp 
165 170 175 

Asp Leu He Leu Leu Glu Lys He Leu Ser Leu He Cys A^n Ser Ser 
180 185 190 

Ser Glu Lys Pro Th^ Vai Gin Gin Leu Gin He Leu Trp Lys Ala He 
195 200 205 

Asn Cys Pro Glu Asp He Vai Phe Pro Ala Leu Asp He Leu Arg Leu 
210 215 220 
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S-.-^r He Ly3 Uir- Pre c er Val Asn Giu Ajn ?h- C^^s A^^n Giu L\'s Glu 

::2S 230 235 2';0 

r;ly Alfi Gin Pho Ser £'or His Leu I lo A:-:n I.^^^J Leu Asn Pro L\'s Gly 

245 250 25S 

Lys Pro Ala Asn Gin Leu Leu Ala L-u .-^q Thr Phe Cys Asn C\'3 Phe 

260 265 270 

Val Gly Gin Ala Giy Gin Lys Leu Mec Met Ser Gin Arg Giu Ger Leu 

275 2S(' 285 

Mot. f::er His Ala He C;lu Leu Lys Ser ^Uy Ger Asn L\'S Asn II- His 

290 295 300 

Ala Leu Ala Thr Leu Ala Leu Asn IV^ -^"-^ '^-^1 -"^^le His Lys 

305 5 10 3 15 320 

Asp His Asn lie Giu CUy Lys Aia Gin Gys Leu Ser Leu iie Ger GLr 

325 330 335 

lie Leu Giu Val Val Gin ;vsp L'-ai Giu Ala Thir Phe Arg Leu Leu Val 

340 345 350 

Ala Leu Gly Thr Leu lie Ser Asp Asp Ser Asn Ala Val Gin Leu Ala 

355 350 365 

Lys Ser Leu Gly Val Asp Ser Gin He Lys Lys Ty^^ Ser Ser Val Ser 

370 375 380 

Giu Pro Ala Lys Val Ser Giu Gys Gys Arg Phe He Leu Asn Leu Leu 

3S5 3 90 3 95 4 00 



(2) IMFOPJ-IATTGN FOR GEQ ID NO: 5 52: 

■; : ) SEOirE:>JCE GKAfG\GTKP ISTIGS : 

(A) LETIGTH: 139 arrtino oicizi^ 

{ P ) r/ FE : am i no ac i d 

'G) TC'POLCCV: linear 
(XI i SE^:^;;EI;GE EESGPIPTISM: SLQ id 552: 

H' r Pro n G In As p Gly Ai: p He Leu .^e::- g Ai: p Gin Val L e u H ■ s ■ 3 1 u 
1 5 10 15 



His 11-^ Gin Arg Leu Ser Lys Val Val Thr Ala Asn His Arg Aia Leu 

20 25 iO 
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Ala Asn Glu A^p Ser Val Pro Gly Ala Asp Asp Phe Val Pro Va I Leu 

3S 90 ^.^S 

5 Val Phe Val Leu lie Lys Ala Asn Pro Fro C^ys Leu Leu Ser Thr Val 
100 105 110 

Gin T/r He Ser Ser Phe Tyr Ala Ser Cys Leu Ser Gly Glu Glu Ser 
115 120 125 



10 



15 



35 



50 



55 



Trp Trp Met Gin Phe Thr Ala Ala Val Glu 
130 135 



{Z'> ::n-GP:-lATION for SEQ id NO: 553: 



( I ) SEQ'SEZ^r-E: CHARACTERISTICS : 

(A) LEMGTH: 144 ammo acids 
20 (B) TYPE: amino acid 

( D ) TOPOLOGY : 1 inea r 
(xi) SEQ'LT-JICE DESCRIPTION: SEQ ID NO: 553: 

T\'r Pro ^^n Gin Asp Gly Asp He Leu Arg Asp Gin Val Leu His Glu 
25 1 5 10 15 

His He Gin Arg Leu Ser Lys Val Val Thr Ala Asn His Arg Ala Leu 
20 25 30 

30 Gin He Pro Glu Val T^/r Leu Arg Glu Ala Pro Trp Pro Ser Ala GLn 
35 40 45 

Ser Glu He /-^g Thr He Ser Ala T^/x Lys Thr Pro Arg ;^^p Lys Val 
50 55 60 



^In Cys He Leu .^j:g Met Cys Ser Thr He Met Asn Leu Leu Ser Leu 
65 70 75 80 



Ala Asn Glu Asp Ser Val Pro Gly Ala Asp Asp Phe Val Pro Val Leu 
40 85 90 95 

Val Phe Val Leu He Lys Ala Asn Pro Pro Cys Leu Leu Ser Thr Val 
100 105 110 

45 Gin T\^r He Ser Ser Phe Tyr Ala Ser Cys Leu Ser Gly Glu Glu Ser 
115 120 125 



Tyr Trp Trp Mot Gin Phe Thr Ala Ala Val Glu Phe He Lys Thr He 
130 135 140 



(2) INFORMATION FOR SEQ ID NO: 554: 



( 1 ) SEQUENCE CHARACTERISTICS : 

(A) LE^JGT:-:: 14 ammo acids 
60 (B) TYPE: ammo acid 
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10 



45 



50 



647 



(XI) SEQUKMCF; i:ESCRII^^ICiri : SEQ id NO: 5^4; 

"r.) A3n 3in A£:p Giv A5;p lie Lou Arg A::p Gin v'al 

10 



{2) ::^^oRI-l^TIG^^I fcf sf:^^ id uc 



(1) SEQUETJCE GHARAGTERIGTIGS ; 

( A ) LETICiTii : 1 1 an i no a c i J s 

(B) T\^PR: arnir.o acid 
( D ) TO PG I X>3Y : linear 

15 (XI) :^Ei:>UEMC:E DESGRIpq^IOrJ : SEQ id NO: 5SS: 

Glu Ala Pro Trp Pre- S^.-r Ala :;ln Ser Glu lie 

1 ^ 10 



[2) I r IFO Fl-y\T ION FO p. G EQ I D N 0 : b 5 6 : 

( 1 ) SEQ'v.'^G'E GHARAGTKKISTICS : 
25 (A) L^GTH: 21 amino acids 

( B ) PE : am i r. o ei-s i d 

(D) TOP0ECK:;Y: linear 
(xi) SEQUE:^JCE DESCRII-TIGM : SEQ ID NO: 556: 

30 Ser Gly Glu Glu Sei" T^/r Trp 'Trp' Met C^ln Phe Thr Ala Ala Val Glu 
1 ^ 10 lb 

Phe I Le Lys Thr I l€- 

2 0 



CM irTFOFj-^ATION FOR SEQ ID NO: 557: 

40 (i) SEQirtlMCE CHAFACTFRISTICS : 

(A) LKTJC^TH: IB ammo acids 
(R) TYPE: ammo acid 
, D) TOPOEO-^G:' : linear 
;:■::) -^T^QUEIJGE DEOOR I P-T lO: J : OEQ ID r:o : 



1 n 



1 



Pro Pro 



T'oL'CJGO-CY . lint- 



(>() 
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T^-r Ly3 Thr Pro Arq Asp Lys Va I Gin C-yr. lie Leu 
1 5 10 



(2) IMFC'FmTIC'H FOP. SEQ ID MO: 5 5:^: 

■ 1 ) SEQ'JKT JCK CHAJ?ACTERISTICS : 
10 (A) LETJGTH: 15 ammo acids 

(3) T^i'PE: ainmo aci :! 

(D) TC'POLOTf: linear 
■xi) SE^'Un-ICK DESCRIPTION: SEQ ID NO: 55 9: 

15 Gly Ala Asp A.-p Phe Val Pro Val Lou Val Phe Val Leu lie LyG 

1 5 10 15 



20 (2) INFOF'I-IA.TirN EOF. 3E0 ID NO: 560: 



2S 



30 



35 



40 



45 



50 



55 



;i) SE::>'JE:>yZE O^} iAFACTER I ST I OS : 

(A) LEiraOTH: 12 amino acids 
(p) T'/PE: ammo acid 
'CO TOPO'LOT/: linear 

'XI) SEriUENCE LESCRIPTIiDN : SEQ ID NO: 560: 

Pro Val Leu Val Phe '/al Leu lie 'Lys Ala .^sn Pro 
I 5 10 



{2) INErpi-IATICt^] POP. SEQ ID NO: 56.1: 

(1) SEQL-P^J^E OHARACTERISTIO^S : 

:a) LET^GTH: 17 aminD acids: 

iP) T\'PE: aiiiino acid 

ID) TOPr^LOGY: linear 
(xi) SEI-UFL^JCE DESCRIPTION: SEQ ID NO: 561: 

Ser Ala Arg Ala 3er Thr Gin Pro Pro Ala Gly Gin His Pro Gly Pre 
15 10 15 

Cys 



(2) IlsTFOPi-IATICN FOR SEQ ID NO: 562: 

( 1 ) SEQLTE^^CE CHARACTERISTICS : 

(A) LEI^GTH: 3 3 ammo acids 
(E) TYPE: amino acid 
D ) TO POLOGY : 1 1 near 
(xi) SBQUETJCE DESCRIPTION: SEQ lEf NO: 56 2: 

Met Pro Gly Arg Trp .Arg Trp Gin Arg Asp Met His Pro Ala Arg Lys 
15 10 15 

60 Leu Leu Ser Leu Leu Phe Leu lie Leu Met Gly Thr Giu Leu Thr Gin 
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(2) irTFOKM^TIOM FOP. SEQ ID NO: 5 63: 

10 IL) SEQUEl^OK CHAPACTERISTICS : 

( A ) LETJGll i : 19 ara i no a ci ds 
(P.) TYPE: amini3 acid 
(I)) T0P0LO3Y 1 Linear 
( X i ) >UT-:r-JCE DE SC R r PTI C^N : S EQ id no : 56 3: 



15 



20 



25 



50 



Ser Aia Ala Pro Ar.p 3er Leu E.-u Arg Ser Ser Lys Gly Ser Thr Ar j 
1 S 10 13 

Gly Ser Leu 



(2) IIIFORMATIOM FOR SEQ ID NO: 564: 



( 1 ) S EQt JEiaC E C HARACTE R I ST I O S : 

(A) LENGTH: 2 0 ajnino acids 

(B) T^f PE : amino acid 
{ D ) TO POLCX3 Y : linear 

30 (XI) SEi^LT^^JGE DESCRIPTION: SEQ ID NO: 564: 

Ala Ala lie Val lie Trp ^^.rg COy Lys Ser Glu Ser Arg lie A L^ Lvi 
1 5 10 13 

35 Thr Pro Gly lie 

20 



40 (2) INFOP>IATION FOR SEQ ID NO: 56 5: 

( i > SEQLEMCE CrlAI^A^TERISTICS : 

( A ) LET-JGl H : 17 aira n o a c i ds 

(5) Ti'PE: ammo aci-.l 
45 (D) TOPOUZGY: linear 

ixil SEQUET'jCE DESCRIt^nCN : SEQ ID No: 563: 

Pro Leu Gly lie Thir Leu Pro Leu Gly Ala Pro C;lu Tlir Gly Gly Gl; 
1 5 10 15 

A^p 
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to 



(D) TOPOLOGY: linear 
(xi) SEQUEMCE DESCRIPTTCM: SEQ ID MO: 556: 

Cys Ala Ala Glu Thr Trp Lys Gly Ser Gin Arg Ala Gly Gin Leu Gys 
15 10 15 

Ala Leu Leu Ala 
20 



I) IMFORMATION FOR SEQ ID NO: 567: 



(i) ZEQ\JE1^1CK CHARACTERISTICS: 
15 (A) LENGTH: 20 anu.no acids 

(B) TYPE: amino acid 
( D ) T0P0LO3Y : 1 inear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 567: 

20 Phe Arg Gly Gly Gly Thr Leu Val Leu Pro Pro Tlir His Thr Pro Glu 
15 10 15 

Trp Leu lie Leu 

20 



(2) INFOPl-L^TION FOR SEQ ID NO: 56 8: 

30 (i) SEQTJENCE CHARACTERISTICS : 

(A) LENGTH: 22 amino acids 

(B) T\'PE: ammo acid 
( D ) TOPOLCCY : 1 mear 

{XI ) SEQUENCE DESCRIPTION: SEQ ID NO: 568: 



35 



Met Arg Ser Ala Arg Pro Ser Leu Gly Cys Leu Pro Ser Trp Ala Phe 
15 10 15 



Ser Gin Ala Leu Asn lie 

40 20 



(2) INTORMATION FOR SEQ ID NO: 569: 



45 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 2 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO : 569: 

Leu Leu Gly Leu Lys Gly Leu Ala Pro Ala Glu lie Ser Ala Val Cys 
15 10 15 

55 Glu Lys Gly Asn Phe Asn 

20 



60 (2) INFORMATION FOR SEQ ID NO: 570: 
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45 



50 
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( I ) 3 KQTJEIJC E C HARACTE P. 1 ST ICS: 

(A) Lr^^JGTH: 2 6 carano acids 

( B ) "TiPti : vXTiino ae i d 

{ C ) TCrOLO:;Y : 1 1 near 
(XI) SECU^-J'2E DESCRIFI^ION: SEQ ID NO: 570: 

Val Ala Hls Gly Leu Ala Trp Ser T-^— ^Vr lie Gly Leu Aj-g Leu 

1 S 10 15 

He Leu Pro Glu Leu Gin Ala Arq He Arg 
20 25 



(2) ir-rrOFi-i/\Tio:: for seq id no-. 57 1: 

(l) SEQ^^t^^JCE CHAPACTERISTICS : 

(A) IjiLNGiri : 18 amino ae^ld:::-^ 

(B) "TfPE : ainin3 acid 
(D) TOF-OLC:<:r£^ : Imeiir 

(XI ) SEQUK^-ICE DESCRIPTICrJ: SEQ ID MO: 57 1: 

Thr T\'r Asn Gin His Tyr A5:n Asn Leu Leu Arq Gly Ala Val Ser Gin 
1 ^ S 10 15 

Arg Gys 



r JFOPl-L^-T 1 01 1 FCR- SEQ T D NO : 512 : 



( 1 ) s EQ' je:i~jc E CHAFAGTER I GT I C S : 
35 (A) LEIJGTH: 4 3 ammo acids 

(B) T'i'PE: ammo acid 
( D ) T0P0LO3Y : 1 1 ne^ir 
(xi) 5E2'U1:2JCE DESCRIPTION: SEQ ID NO: 572: 

40 He Leu Leu Pro Leu Asp Cys Gly Val Pro Asp Asn Leu Ser Mot Ala 

5 10 15 



Asn :ie Ai-g Phe Leu Asp Lys Leu F'ro Gin ^Gln Tnr Gly Asp 



Arg Ala Gly lie Lys Asp /'^vrg Val T\'r 
^ 5 40 



IMECRMATION FOR SEQ ID NO 



.U ^ - 'U y^^'U 



^0 
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Leu Glu Tyr Ala Thr Pro Leu Gin Thx Leu Phe Ala Met Ser Gin T^^ 

20 25 30 



Ser Gin Ala Gly Phe Ser Gly Glu Asp Arg Leu Glu Gin 

35 40 45 



10 (2) INFORMATIOrJ FOR SEQ ID NO: 574: 

(i) SEQLTENCE rHARAGTERISTICS : 

iA) LENGTH: 92 amrno acids 

'3) TYPE : amino acid 
15 'D) TOPOLOGY; linear 

(XI) !3EQLTJICE DESCRIPTION: SEQ ID NO: 5^74: 

Ala Lys Leu Phe Cys Arg Thr Leu Glu Asp lie Leu Ala Asp Ala Pro 
5 10 15 



10 



Lu Ser Gin Asn Asn !2ys Arg Leu lie Ala 'IVr Gin Glu Pro Ala Asp 
20 25 30 



Asp Ser Ser Phe Ser Leu Ser Gin Glu Val Leu Arg His Leu Arg Gin 
25 35 40 45 

Glu Glu Lys Gl'^ Glu Val Thr Val Gly Ser Leu Lys Tb^ Ser Ala Val 
50 55 60 

30 Pro Ser Thr Ser Thr Met Ser Gin Glu Pro Glu Leu Leu lie Ser Gl:>^ 
65 70 75 80 

Met Glu Lys Pro Leu Pro Leu Arg Thr Asp Phe Ser 
85 90 

35 



(2) IInTFORMATION FOR SEQ ID NO : 57 5: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LEl^JGTH: 43 cimino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 57 5: 



45 



55 



Leu Leu Gly Leu Lys Gly Leu Ala Pro Ala Glu lie Ser Ala Val Cys 
15 10 15 



Glu Lys Gly Asn Phe Asn Val Ala His Gly Leu Ala Trp Ser Tyr Tyr 
50 20 25 30 



lie Gly Tyr Leu Arg Leu lie Leu Pro Glu Leu 

35 40 



(2) INFORMATION FOR SEQ ID NO: 576: 



(i) SEQUENCE CHARACTERISTICS: 
60 (A) LETJGTH: 22 airu.no acids 
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'3) T/PE: ar\ino acid 
■ Z> ) PC' l^^T/ : linear 

;U^;CE rESC?.! ?TI ON : SEQ id NO; b^G: 



Lys L-^u Arg Arg Ar^n lie \'ai Leu S-^r Leu 

10 15 



10 



15 



20 



rc? szq id m -. hi'i : 

' A ) L -2 1-CTH ; 2 2 arr. mo a c i -ds 
'E ) 1A'?Z : ar^ino acid 

' D } 'i^^ ?C)d::<: : 1 1 ne^x 

Ala "/al Ala Ala Ser Tie Val Phe lie lie Trp Thr 

IG 15 



Trir V.~- 



^0 



FCR — Q ID MO: 57 8 ; 

:CH CH^vPACTER I ST I C S : 

L^2:GTr:: 2 8 amino acids 
3) Ti'?E ; ammo acid 
I / ri-?C-LCd' ; ImeajT 
C/J^'CE DESCRIPTION! S^EQ ID TJO : 578. 



40 



S-3r .^_3p Trp >crg Glu Leu Trp Val Pj:p Asp P^la I i >■ 
S ~ 10 15 

Phe 3er Met lie Leu Phe Val lie 



45 



FCR SEQ li 



50 



{ A ) LEX-vGT H : 2 7 am i n o i c i ds 
;3) 1"\'?E : ammo acid 
(D) T0?CI>0:A': Imear 

:;;ue::oe de:;cei?t: : m : seo id r.o- 5" 



60 
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(2) IMFORI4ATI0N FOR SEQ ID NO: 580: 

(i) SE:)UErJCE CI lAKACTER I ST ICS : 

(A) LENGTH: 27 amino acids 
5 (B) TYPE: ammo acid 

(D) TC'P-OLCGY: linear 
(XI) SEQUE2JCE DESCRIPTION: SEQ ID ND: 530: 

Met Val Leu Trp Ai-g Pro Ser Ala Asn Asn Gin Arg Phe Ala Phe Ser 
10 1 5 10 15 

Pro Leu Ser G^u Glu Glu 3lu Glu Asp Glu Gin 
20 25 

15 

v2) INFC^rJ^IATICN rC'R SEQ ID NO: 581: 

(1) SE:)UErJCE CHARACTERISTICS: 
20 (A) LEraGTH: 3 5 amino acids 

(B) TYPE: amino acid 
( no TC' muZGY 1 1 ne ar 

(XI) SEQUETJCE DESCRIPTION: SEQ ID NO: 581: 

25 Lys Giu Pro Met Leu L:^'S Slu Ser Phe Glu Gly Met Lys Met Arg Ser 
15 10 15 

Tl-ir Lys Gin Glu Pro Asn Gly Asn Ser Lys Val Asn Lys Ala Gin Glu 
20 25 30 



30 



Asp Asp Leu 

35 



35 

(2) I^JFOFl^TICN FC'R SEQ ID NO: 582: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 37 amino acids 
40 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 582: 

Lys Trp Val Glu Glu Asn Val Pro Ser Ser Val Thr Asp Val Ala Leu 
45 1 5 10 15 

Pro Ala Leu Leu Asp Ser Asp Glu Glu Arg Met lie Thr His Phe Glu 
20 25 30 

50 Arg Ser Lys Met Glu 

35 



55 (2) INFOFHATION rCR SEQ ID NO: 583: 



60 



(i) SEQUE^JCE CHARACTERISTICS: 

(A) LEfJGTH: 20 amino acids 

(B) T^'PE: amino acid 
{ D ) TC'POLCGY : 1 inear 
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Met Gin Glu Met Met Arg Asn Gin Asp Arg Ala Leu Ser Asn Leu Glu 
15 10 IS 

Ser lie Pro Gly Gly Tyr: Asn Ala 
5 20 



10 



(2) IMFOP^IATION FOR SEQ ID HO: 58 8: 



( 1 ) SEQ' JZMCE C RAPACTER I ST I C £ : 

(A) LEMGTH: 2 5 ammo acids 

(B) TYPE: ammo acii 
(D) TOP«0LXXrr: linear 

15 (XI) SET.UENCE CESCF.IPTION: SEQ ID NO: 583; 

Leu Ajrg Arg Met T^_,nr Thr A^p lie Gin s^lu Pro Met: Leu Ser Ala Ala 
IS 10 IS 

20 Gin Glu :Mn Phe Gly Gly Asn Pro Phe 

21} 25 



25 (2) IMFOFJ-lATICn FOR SEQ ID NO: 589: 



30 



35 



(i) SE:iLTEMCE CHARACTERISTICS: 

(A) LENGTH: 3 2 anvmD acxds 

■:B) TYPE: anmo acii 

fD) TOPC'LaO^': linear 
ixi) SEJUENCE DESCFIPTICN: SEQ ID NO : 58 9: 

Ala Ser Leu Vai Ser Asn Thr Ser Ser Gly Glu Gly Ser Gin Pro Ser 
15 10 is 

Arg Thr Glu Asn .Arg Asp Pro Leu Pro Asn Pro Tr^f) Ala Pro Gin Thr 

20 25 30 



40 



(2) INFO?J4ATXOri FOR SEQ ID NO: 590: 

(i) SEQ^_TENCE CHARACTERISTICS: 

(A) LENGTH: 71 ammo acids 
'B) TYPE: amino acid 
■: D ) TOPC>LOG\' : 1 inear 
(xi) SEQL^JCE DESCRIPTION: SEQ ID NO: 590: 

Ser Gin Ser Ser Ser Ala Ser Ser Gly Thr Ala Ser Thur Val Gly Gly 
15 10 15 

55 Thr Thr Gly Ser Thr Ala Ser Gly Thr Ser Gly Gin Ser Thr Thr Ala 
20 25 30 



45 



50 



60 



Pro Asn Leu Val Pro Gly Val Gly Ala Ser Met Phe Asn Thr Pro Gly 
35 40 45 
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M^-^ Gin Ser Leu Leu Gin Gin lie T^lr Giu Asn Pro Gin Lc.u 

50 55 60 



Met Leu Ser Ala Pro 
70 



[2) IMFOEMATIOM FOR SEQ ID NO: 591: 



(i) GECLT^^CE CHAPACTERISTTCS : 

(A) LENGTH: 4 5 ainano acidr. 

(B) T\'PE: amino acid 
(D) TOPOLOGY: linear 

15 ( X 1 ) SEQL^CE DESCRI P^F I ON : SEQ ID MO : 591: 

Met Arq Ser Met Met Gin Ser Leu Ser Gin /^;n Pro .Asp Leu Ala Ai.i 
\ " 5 10 1^ 

'^O Gin Met H-t- Leu Asn Aon Pro Leu Phe Ala Gly Asn Pro Gin Leu Gin 

:;j 25 30 

Glu Gin Met Aiq Gin Gin Leu Pro Thr Phe Leu Gin Gin 
35 40 -^'^ 

25 



(2) IMFORT^IATICN FOR SEQ ID NO: 592: 

30 (i) SE^L^ENCE CHAPJ\CTERISTICS: 

(A) LENGTH: 73 amino acids 
(3) TYPE : amino acid 
(D) TOPOLOGY: lineax 
(xi) SEQ'UEKICE DESCRIPTION: SEQ ID NO: 592: 



Met Gin A^-n Pro Asp Thr Leu Ser Ala Met Ser Asn Pro -Arg Ala Met 
15 10 15 



Gin Ala Leu Leu Gin lie Gin Gin Giy Leu Gin Thr Leu Aia Thr Glu 
40 20 25 30 

Ala Pro Giy Leu lie Pro Gly Phe Thr Pro Giy Leu Gly Ala Leu Gly 
3 5 4 0 - 5 

45 Ser Thr Gly Giy Ser Ser Giy Thr Asn Giy S-r Asn Alii Thr Pro :er 

55 - 0 



Glu Asn Thr Ser Pro Thr Ala Gly Thr 
65 VO 



50 



60 
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G l\' His Gin G i n Phe I ] Gin Gin Mc- Lei: G In Ala Leu 

10 15 

.:vsn Pro Gin Leu Gin Asn Pro Glu Vai Arg Phe Gin Gin 

20 2b 30 

Gin Leu Ser Ala Me^ Gly Phe Leu A^n Arq Glu Ala Asn 
40 45 



10 



G_n AL:a Leu lie Ala Thr Gly Gly Asp lie Asn Ala Ala He Glu 

S5 60 



;ly Ser Gin Pro Ger 
70 



15 



HGIJ FC:R SEC' ID N:u -594: 



20 



;i) GEQLTKrJCi: cp^.pg^ctep.istigs : 

. ■) L S-JGT H : 4 S ami n o a c i ds 
if T^i'PL : ammo acid 
( O / T'":*P0LOGY : I mear 
SF.C'UHIJGL E'EGCRIE^ION: SEQ ID NO: S94 : 



-n Pro Ala Met Met: Gin Glu Met Met Arg Asn Gin Asp Arg Ala 

5 10 1^ 



50 



Asr^ Leu Glu ^^er lie Pre 
20 



Sly Gly T^yT A-Sn Ala Leu Au::i 
25 30 



35 



;ln Glu Pro Met Leu Ser Ala Ala 
4r> 45 



:-ovriori 



?R SKQ ID I JO: 595 : 



40 



(Ml 1 



rECLTET^GE GH-APACTERISTICS : 

(A) LEMGTK: l? ammo acids 

( B ) TYPE : amino acid 
• D ) TOPOLOGY : 1 i near 

SEQUENCE DESCRIPTION: SEQ ID NO: 595: 



45 



Phe Ala Ser Leu Val Ser Asn Thu: Ser Ser 
5 10 



50 {2; I::FCPMATI0N for SEQ id NO: 596: 

(i) SEQ'UHIvICE CHARACTERISTICS: 

(A) LETJGTH: 11 ammo acids 

(B) TYPE: ammo acid 
55 (D) TOP-GLOGY: lineax 

(XL) SEQL^JCE EESCRIPTIOH: SEQ ID NO: 596: 

Glu -Asn A_rg Asp Pro Leu Pro Asn Pro Trp Ala 
5 10 

60 
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10 



15 



20 



30 



45 



(2) i:irCF:t-lATIOr-3 FOR 3EQ ID NO; 597: 

{ L ) S KQ^JE^KZ E CJ lAIV^C TER I ST ICS: 

i A ) L:-2\IGTI i : 17 XTii no ac 1 7ir. 
( B ) TfPE : ammo ac id 
{ D ) TO PC) LOGY : linear 

ixi) OF^UZTJCE DESCRIPTION: SEQ ID NO: S^}7 : 

Gly Lys lie L-u Ly^: Asp Oin Ai:p Thr Leu Oer Oln Hi 
1 10 



Asp 



(2) INELiKMA'i' lO't-'J ^O'K ID 



;l) OEOUE^JOK 0J1ARACTEKI3TICS : 

( A } L EI^GTI i: 14 ammo aci 
(B) TYPE: ammo acid 
(D) TOP^DLOGY : 1 i near 
25 { X 1 ) S EC 'OET JOE L^E SC R I PT I ON : S EQ ID NO : b 9 8 : 

Gly Leu Thr Va i Hi:j Leu Val Tie Lys Thr Gin Ann Arq Pro 



1 



S 10 



r ^JF nPMA.T I ON FOR SEO ID NC ' : 59 9: 



( i ) SEQ'UET-JCE O HARACTER I ST IC 0 : 
35 (A) LETJGTH: IB ammo acids 

(E) T'l'PE: aram^ acid 
{ L ) TC-POLOO Y : 1 1 near 
( X 1 ) O EQLT-O :C E C -ESC R 1 1" r I ON : 3 EQ ID ^ :0' : S 9 9 ; 

40 '^r-'- Glu Leu Gin 5er Gin Met Gin Arg Gin Leu Leu Ser Asn Pro Glu 

10 15 



Met Met 



(L) I::F0PJ-1ATI0N for SEQ id NO: 600: 

50 Oi) OLCL^ICE CH7vRA0TrRISTICS: 

( A ) L EN- 5Tli ; 14 am i no a c i ci ; ; 
[ B ) Tt I' F : am mo a c i .i 



wo 98/54963 



PCT/l S98/n422 



66' > 



{AJ LENGTH: 15 ^—r.o aci::^ 
( [ : ) TC ?0 LCG^-; : 1 : r. a r 

Arg Gin Leu lie :-'ec Ala .-^n Pro Gin M:^-" Glr. Gin Geu lie 1-1 a Gj- 
10 1 S 11 15 

Asn Pro 



15 



(2) IN^OFl-LATICM FOR GcQ IG r.O : £02: 

( I ) s EC ue: ;ce cHAPAjr teri gt i g g : 

20 (A) LErXGTH: 27 a--:i^no -cirls 

(3) T\'?E: ajnir.o acid 

(XI) SECt'ETJCE DEGCKIPGIG:; : GGG -1^ -I'G. -02. 

25 Asn Leu Cys H:lg '/al P-^p Gys Glr. Asp Le- LeM .-^'^ ?ro -_3n Leu 



30 



40 



50 



lis G\'G Ala Gys Arg He VaO Ser 
20 25 



(2) 1^^GGR:■^ATICN GCR GGQ id K-Z-. 6 03: 

;A) LE^K3TH: 2 3 arnGno acids 
{3} IG/GG : afnjLc.o acid 
( G ) TC?OLG<r/ : 1 ir.ear 
(xi) SEQUE^JGE DESCRI?GIG:J: GEQ GG G: : 6 03: 



Leu Asp Gly ?he C-lu Gly Gyr Ser Leu Ser Arc .rp Leu ^Gys LeL 
1 " ^ 5 10 IE 



Phe Val Glu Ser Lys Phe Asn 
45 20 



(2) I>TFORHATIC?J EOR SEQ ID IX) : 5 04: 
{ i ) SEQTJE2:CE CKARACTERG3TICS : 



(A) LE::gtH; 22 a-\- no acids 
( 3 ) Ti^E : amino ac i d 
(D) TOPCLOT/: 1 in. ear 
55 (xi) SEQUETJCH DESCRGPTIC-N : GEQ ID GO : 504: 

Asn Glu .Asn Ala -Asp GLy Ser Phe Asp T-.-rr Gly Leu Pne Gin He 
1 5 10 15 

60 Ser His Tyr Trp Cys ^_3n 
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^ (2) ir;FOHl-lATION FOR SKQ IP UO : bOS : 

(l) SEQVmCE CHAFACTERISTICS : 

(A) LETJGTH: 2 7 ammo acids 
{ E- ) T'l PE : am mo acid 
1 0 ( D ) TOPOLOGY : 1 i near 

(>:i) seoueij::e descp r prior-] : seq io tjo: 6i 



13 



20 



A n L. eu O y s H 1 3 a L As p O y G C U n A " p I .o u E ou A r.n F ■ r o A n L e vi L o u 
1 5 10 1- 

A i a O 1 y He M 1 3 C A i a Ly s Ar - j I i o Va i S or 

20 2 5 



(2) IMEOFMATION FOR 3EQ IE' MO: 606 



( 1 ) S EQUIOMGE OHAJ^ACTE R I ST I O S : 

(A) EEI^JGTH: 13 amino acids 
25 (E) TYPE: amino acid 

{ Ij ) TOPOEOTi' : 1 1 near 

( >: 1 } S EQUETJOE DE SC R I PT I ON : EQ I D NO : 6 0 6: 

He Arg Glu Val /\3n Glu Va I lie Gin A^n Pro P^la Thr 

30 1 b 10 



(2) INTCRI^l^TION FCR SEQ ID NO: 607: 



35 



( 1 ) S EQiUhTNO E CHARACTER I ST 1 0 S : 

{ .A ) L ET JGT?: : ~ 3 0 am i n o acids 
( r? ) T'iPE: amino acid 
(D) TOPOLCGY : linear 
40 (XI) SEQt.n-:iJCE description: SEQ ID NO: 607: 

lio Thr Ara He Eeu Eeu Ser His Phe Asn lOp A::,p Lys Gla L; 
: 5 10 

45 Gill Arcj Tyr Pne Asp Gly Asn E-v: Glu I.ys E-u Phe Ala 



^0 (2) INFOFELATION FOR SEQ ID NO: 6 OB: 

'H GEOITOIOE CHAFA07^ERIGTIOS ; 



on 
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Asn TVi f'^^J -'-"^-ri Ser TVr Pne 



(2) TMFORM^^.TIOr; FOR SEQ ID MO: 6 09: 

(1) SEQim^JCE OHARACTER I ST IO\S: 

( A ) LEr-IC;TH : 60 ain i n o a ci dr. 
10 (3) T"/PE; amino acid 

f D ) TC'POLOGY : i i near 
(XI) OE':aEr]CE EESCRIPTICN: SEQ ID MO: 609: 

Ovs Asp rle Le-i Val A5^p Asp Asn Tnr Va I Met Arg Leu He Thr Asp 
15 ' 1 5 10 15 

Ser L\'3 Val I.ys Leu Lys T^/r Gin HiG Leu lie Thr Asn Ser Phe Vai 

:: ^ 2S 30 

20 Glu Cys Asn Ar ? Leu Leu Lys Trx> Cys Fto Ala Pro Asp Cys His His 
3S 40 4S 

VaL Val Lys Va ] Gin ^yr Pro .^p Ala Lys Pro Val 

50 55 60 



(2) IMFOP-^IATIC-M FOR SEQ ID NO; 610: 

30 (1) SEC'-JEIJCE cr2vr.;^ctp:ristics : 

( A ) LET JGTH : 52 ami no acids 

(B) TYPF : ammo acid 
(D) T0F0LC^;Y : linear 

(XL) SEQUEl'JCE DESCRIPTIOM: SE2 ID NO: 610: 



35 



Oys Asp He Leu Val Asp Asp Asn Thr Val Met Arg Leu He Thu: Asp 
^1 5 - 10 15 



Ser Lys Val Lys Leu Lys Tyr Gin }lis Leu He TKr Asn Ser Phe Val 
40 20 25 30 

Glu Cys Asn Arg Leu Leu Lys Trp O/s Pro Ala Pro Asp Cys His His 
35 40 45 

45 Val Val Lys Val 

50 



50 (2) I^JFOP>IATIO'N FOR SEQ ID NO: 611: 

(i) SEQUENCE CHAFACTERISTICS : 

(A) LENGTH: 60 am^no acids 

(B) TYPE: amino acid 
55 (D) TOPOLCOY: linear 

(xi) SEQUElsICE DESCRIPTION; SEQ ID NO: 611: 

Gly Oys Asn His Met Val Cys Arg .Asn Gin Asn Cys Lys Ala Glu Phe 
15 10 15 

60 
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C-'G Trp Val Cys I-eu Cly Pro Tin v.^iu Pro 



A-::n Glu A.-r- A.:p Ala Lys Ala Aia A:-:: A.-;p Ala 



Gin Glu :^urq S-r'-r Ajrq Ala Ala Lou Gin Arg TVr Leu 

SO SS 60 



(2) irTFOKT-lATION FOR :^EQ lO NO: 612: 

; I > 0 r-OuTirJO E G^LAR.^CTER I I G .0 : 

(A) LI-lrlGTH: 6 0 anil no ac id^ 

(HO 1' : £im 1 n o acid 

(P) I'O.'BaLCOY: linear 
(XI) OEQUKJGE DESCRIPTION: 200 MO: 612: 

Oh- Tyr CVS Ai.n Arcj 'P.-r Met Ai;:i Hi-; M^t Gin Oer Arq Phe Glu 

1 ' S 10 15 

His Lvs Leu ly^r Ala Gin Val Lvs Gin Lys Met Glu Glu Met Gin Gin 

20 2S 30 

His Asn Met 0^-r Trn lie Glu Val Gin Phe Leu Lys Lys Aia Val As\) 
3 5 4 0 ^ - 



Va 



1 Leu Cys G Ln Cys Arg Ala Thr Leu Met ^r^a:" Thr 



30 55 



6 0 



( 2 ) IIJ^X) FPlAr I C J EC R £ EO ID i:0 ■ 613: 

(i) 3FC■UE^JCE Cll/^PJ^CTERISTICS: 

[ A ) LETsIGTH : . 5 0 .a^M no acids 

(5) Ti'PE: amino acid 

( D ) TO POLOGY : i i ne ar 
(xi) EEQUETJCE DESCRIPTION: SEQ ID NO: 613: 

'r^,^ Val Phe 2v^a Phe Tyr Leu Lvs Lys Asn Asn n Ler Ii*i- lie Phe 
' I 5 10 05 



Giu A^T.n Asn ..In Aia ^jzp Leu 



Giu Asn Ai.i T^hr Glu Val Leu 0^ 



Tyr Leu Glvi ;.rq Ais^p lie Ser Gin A:^.p Ser Leu Gin Asp He Lys Gin 
35 40 45 
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6hA 



2:) 



30 



(XI) siv;;iJEricE description: seq id riO: 614: 

Thr Gly Leu Glu Cys Gly His Lys Phe Cys Met Gin Cys TrT> Ser Giu 



r) 1 



10 

eu Ttir Thr Lyi. He Met Glu Glu Gly Met Gly Gin Thr lie Ser 



T^/r L 

20 2S 30 

10 Cy/s Pro Ala Hi-> Gly 



15 (2) iriFOPJ-lATICtl FOR SEQ ID NO: 615: 

{i; GECT^jGE CHARACTERISTICS: 

(A) LEIICTH: 21 aiTLino acids 
(R) Ti'PE. ammo acid 
20 ■; D) TOPC^LOGY : 1 mear 

txi) SKOUtlirSE EESCFTPTTCn: SEQ ID NO: 61S: 

Mot T>-p G^^^ T:.'r L^^u Phe Val Asp Ala Ala Trp A^n Phe Leu Gly Cys 



Leu Ho Oys Gly Trp 



(2) IITFORMATIG-N F':*R SEQ ID NO: 616: 



[ 1 ) SF-:^UE]^1CE CMAPACTERISTICS : 

(A) LENGTH: 4 6 a.TJLnL-) acids 
35 ' B ) T^i PE : ammo acid 

(D) TO PC LOGY: linear 
txi) SEQUEC'ICE LESCPlP^riGN: SEQ ID NO: 616: 

Met His Phe He Ser Ser Gly Asn Val Ser Ala He Arg Ser Ser He 
40 1 5 10 15 

Leu Leu Leu Arrg Xaa Ser Leu Ser T^/r Leu Gly Asn Cys Leu Arg Val 
2 0 2 5 30 

45 Ser Ala He Phe V:il Tyr Phe Leu Leu Phe Leu Leu Leu Ser 
35 40 45 



50 (2) INFORHATIOr] FOR SEQ ID NO: 617: 

(i) SEQUEH^JCE CHARACTERISTICS: 

(A) LKiaGTH: SO arpj.no acids 
{B) TYPE: .amino acid 
55 (C') TOPOLOGY: linear 

(XI) SEQUHTJCE DESCRIPTIIN: SEQ ID NO: 617: 

Met ASD Gin Ala Leu .Arg Gly Ser Pro Ser Glu Gly Phe Ser Thr Asp 
1^5 10 15 

60 
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'>rD S-- Pro Pro Gin Val -^ly Arg ^Jln He Pro ^'or Ph- Pro Pro Trr:^ 
20 

Arg Arg Lou V.il Leu Pro Ly3 Al .i P^^-r 3ly S^/r. Phe L^u Glu Arg Glu 

Tri^ Trp Pou Cys Vul Fho Pvo Leu Arg Thr Arg Pr-^ oW Aia Glu Ala 

50 5^ 

10 H^s Ala T^rr Asn Ser Sor Tl-^ Leu Gly Lly Arg Gly Lyj Gly 11^. Thr 

65 70 - 



15 



CM iriFOPl-l^TIOrJ FOR SEQ IC NO: 6 18: 

20 ( 1 ) S I- vliKI JO E 0 r i AFO-.0TB R I ST I C 5 : 

(A) LEIjGTH: 131 amino acids 
{ 3 ) T:"i:T^5 : a.-runo aci J 
{D) TOPOLOg^O linear 
(XI) SPQUENOE DESORIPTION: SEQ ID NO: 618: 

25 

Met Leu Pro Ala Leu Ala Ser Oys ^Py's His Phe Ger Pro Pro Glu Gin 
1 5 10 1^ 

Ala AL'i Arg Leu Lys Lyu Leu Gin Glu Gin Glu Lys Gin Gin Lys Val 
30 ' 20 35 30 

Glu Phe Arg Lys Arg Met: Glu Lys c;lu Val Ser Asp Phe He Gin Ast^ 
35 -"iC ''-t> 

35 ser Gly Gin He Lys Lys Lys Phe Gin Pre MeL As;n Lys Tie Glu Aru 

I , Q -3 5 6 0 

Ser 11- L^-u His A:^o Val Vil Glu Val Ala Gly ^eu Tnr Ser Phe Ser 

65 70 75 HO 

Phe Glv Glu Asp Asp Asp Cys Arg Tyr Val Met He Phe Lys Lys Glu 

--^Q "^^^ 



40 



Phe Ala rro Sor A::;p Glu Slu L^-u Asp S-^-r T^yr Arg Ara Gly Ghi Glu 

45 100 H5 110 

Trp Asp Pro Gin Lys Ala Glu Glu Lys Arg Asn Xaa Lys Glu L^ai Ala 
115 HO 135 

50 C-ln Arg Gin 
HO 



, p ) 1" 

■ V ^ O 



G'L : 

" P^P- 



wo 98/S4963 
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(xi) SEnVFllCE DF.SCRIPTION : SEQ ID NO: 619: 

Olu Glu Glu Ala Ala Gin Gin Gly l^ro Val Val Val 3er Pro Ala Ser 
15 10 15 

Asp T^/r Lys Asp Lys lyr Ser His Leu He Gly Lys Gly Ala Ala Lys 

20 25 30 

Asp Ala Ala His Met Leu Gin Ala Asn Lys Thr T-yr Gly Cys Xaa Pro 
35 40 ^5 

Val Ala A:.:n Lys Arg Asp Thr Arg Ser He Glu Glu Ala Met Asn Glu 
50 55 60 

lie Arg Ala Lys Lys Arg Leu Arg Gin Ser Gly Glu 
65 '?0 



(2) IMFOFl-LATION FOR SEO ID NO : 620: 

1 ) S EC UFJ\K:E 2RARACTERI ST IC S : 

(A) LFJ^IGTH: 40 amino acids 

(B) TYPE: ammo acid 
( D ) TC POUO-SY : 1 mear 

{XI) SEQUETJCE DESCRIPTION: SEQ ID NO: 620: 

Pro Pro Arg Arq Pro Ala Gin Leu Pro Leu Tlir Pro Gly Ala Gly Gin 



Gly Ala Gly Arg A^o Lys Ala Ala Ala He .Arg Ala His Pro Gly Ala 

20 ' 25 30 

Pro Pro Leu .Asn His Leu Leu Pro 
35 40 



(2) IMFC'RMATIC'N PI-R SEQ ID NO: 621: 

(i) SEOUENCE CHARACTERISTICS: 

(A) LENGTH: 2 3 amino acids 

(B) TYPE: amino acid 
(D) T-DPOLOGY: linear 

(XI) SEQUEKICE DESCRIPTION: SEQ ID NO: 621: 

Ala Val Pro Gin Ala Gly Giy Lys Gin Val Phe Asp Leu Ser Pro Leu 
15 10 15 

Glu Leu Gly l^n: Val Arg Gly Met Cys Val Cys Val 
20 25 



(2) INFORMATION FOR SEQ ID NO: 622: 

(i) SEQUElxICE CHARACTERISTICS: 

(A) LENGTH: 207 amino acids 

(B) T'fPE: amino acid 
(D) T^DPOLCXT/: linear 
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(xi) SEQIJHI-^CK DESCRIPTION: 3EQ IT) VO : S'J/:. : 
M^C I.^u Pro Ala L-u Ai a J-r Cys Cys His Phe S-r Pro Pro Glu Gin 

5 



I s 10 1- 



^1-1 Ala Arq Leu L'.-; Lvs 1...-U Gin Glu Gin Glu Lvo Gin Gin Lys Val 

20 ^0 

Glu Phe Arg Pys Arq Met Glu Gys Glu Val Ger Anp Phe He Gin Asp 

10 35 40 45 

Ser Giy Gin He Pys l.y 3 Gys Phe Gin Pro Met: Ai;n Lys He Glu Arq 

SO 5"^' 



15 c-.^r He Leu His Aop Val Val Glu Val Ala Gly Leu Thr Gr^r 



^he Ger 
,0 



Phe Gly Glu Aop Anp A-p Cys Arg Tyr Vai Met He Phe Lys Lys Glu 

20 



Ph- AUi Pro Ger Asn Glu Glu Leu A-:p Ser IVr Arg Arg Gly Glu Glu 
100 los 110 

Trp Asp Pro Gin Lys Ala Glu Glu Lys Arg Asn Xaa Lys Glu Leu Ala 
25 ^ lis HO 12S 

Gin Arg Gin Glu Glu Glu Ala Ala Gin Gin Gly Pro Val Val Val Ser 
\'A 3 13S 140 

30 Pro Ala Ser Asp 'IVr Lys Asp Lys T>t: Ser His Leu He Gly Lys Giy 
l.'iS 150 155 160 

Ala Ala Lvs Asp Ala Ala His Met Leu Gin Ala Asn Lys Thr Tyr Gly 
H5 170 
35 , , 

Gvs Xaa Pro Val Ala .^^-^n Lys Arg Asp Thr Arg Ser He Glu Glu Ala 
180 185 130 



Met Asn Glu H- Arg Ala Lys Lys Arg Leu ^xg Gin Ser Gly 
40 195 200 205 



GG i:iFG?v:-V\TIC':i P':R GLO H MG: 623: 

45 

(1) glci;h:gl g}i;g^agterigticS: 

( A } LEiiJGTH : 3 4 arrano ac ids 
i i.' ) T"! ?E : a.-nino acid 
( D ) TC'POLCGY : 1 inear 
50 (xi) SEG'.^NGE DESCRIPTION: SEQ ID NO: 62 3: 

!,.-u Leu G-/S Prj Val Leu Asn Ser Gly Xaa Ser '2rp Asn H-.e Pr:^ llx:-. 
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(2) IMr^CRMATIOM FOR SEQ ID NO: 624: 

(i) SEQl^ICE CHARACTERISTICS: 

.A) LP14GTH: 2 8 ammo acids 

(B) TYPE: amino acid 
D ) TCPC)La:^Y : 1 inear 
(xi) SEQUET^CE DESCRIPTION: SEQ ID NO: 624: 

Pro Ser Thr Prr Trp Phe Leu Phe Leu Leu Gly Leu Thr Cyc Pro Phc 
1 S 10 15 

Ser Thr Ser Hi." Pro A^g Trp Asp Ser He Pro Pro 
20 25 



(2) INFCRK^^TION FOR SEQ ID NO: 625: 

(1) SEQ.'JEI-^CE OlARACTERISTICS : 

(A) LEI^]GTK: 227 ammo acids 

(B) T{PE: ammo acid 
(D) TOPOLOGY: linear 

(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 625: 

Glu Leu Ser He Ser He Ser A^n Val Ala Leu Ala Asp Glu Gly Glu 
15 10 15 

T^jn: Thr Cys Ser He Phe Thr Met Pro Val Arg Thr Ala Lys Ser Leu 
20 25 30 

Val Thr Val Leu Gly He Pro Gin Lys Pro He He Thr Gly T^yr Lys 
35 40 45 

Ser Ser Leu Arg Glu Lys Asp Thr Ala Thr Leu Asn Cys Gin Ser Ser 
50 55 60 

Gly Ser Lys Pro Ala Ala Arg Leu Thr Trp Arg Lys Gly Asp Gin Glu 
65 70 75 80 

Leu His Gly Glu Pro Thr Arg He Gin Glu Asp Pro Asn Gly Lys Thr 
85 90 95 

Phe Thr Val Ser Ser Ser Val Thr Phe Gin Val Thr Arg Glu Asp Asp 
100 105 110 

Gly Ala Ser He Val Cys Ser Val Asn His Glu Ser Leu Lys Gly Ala 
115 120 125 

Asp Arg Ser Thr Ser Gin Arg He Glu Val Leu Tyr Thr Pro Thr Ala 
130 135 140 

Met He Arg Pro Asp Pro Pro His Pro Arg Glu Gly Gin Lys Leu Leu 
145 150 155 160 

Leu His C^'S Glu Gly Arg Gly Asn Pro Val Pro Gin Gin Tyr Leu Trp 
165 170 175 



Glu Lys Glu Gly Ser Val Pro Pro Leu Lys Met Thr Gin Glu Ser Ala 
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180 135 

L^u He ?he Pro Phe Leu Asn Lys Ser Asp Her Giy Thr ^l^/r Gly Cys 

135 203 205 

5 

Thr Ala Thr f>-r Asn Met Gly Ser T^yr Ly:> Ala IV r 'I^y-r Thr Leu Asn 

:iO 215 220 

Vai A3n Asr> 
10 225 



C:) ir:F'JHi-l.\TIOM PX^R SHQ id NO: 62 6: 



■ 1 ; :;ei:;;'r:jge characteristics : 

(A) Li:2^IGTlI: 64 ammo acids 
•I') T'i'PE: amino acid 
'.L.) TOPOLCXJY: linear 
20 i ) : ■ f ■:G 'JR: J E DE SC R I PT I ON : S EQ ID NO : 6 2b: 

G ha L >j L e r : hj- S t,- 1 He Ser Asn Va 1 Ala Leu A 1 a As p G 1 u G J y G 1 u 
I 5 10 15 

25 ^h/r Tnr G>'s Ser He Phe Thr Met Pro Val Arg Thr Ala Lys Ser Leu 

20 25 30 

Val Thr Vol Leu Glv He Pro Gin Lys Pro He He Thr" Gly T^yr Lys 
jS ' 40 45 



30 



:^er S-r Leu Au t; Glu Lys Asp Thr Ala Thr Leu Asn C-ys Gin Ser Sei 
r,,, 55 60 



35 



(2) i:[ESK:-V.TIG:i FH: SEQ id NO: 627: 

40 

( I ) S EC 'GENC E CHAP^CTERI ST IC S : 

(A) LENGTH: 6 5 am^no acids 
\ S. ) TYPE: amm-iJ acid 
{ L ) TC^POLOGT/ : .1 rnear 

45 :xi) s^yvoh'S lescription: seq in ::c o 62": 

cys Gin S^-r Ser Gly Ser Lys Pro Ala Ala Arq Leu Thr Trp Arg Lys 
1 5 10 1^3 

50 Glv Asp Gin Giu Leu His Gly Glu Pro Thr Arg He Gin Glu Asp Pro 

20 25 30 
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(2) irJFORMATION FGR SEQ ID NCi : 62 8: 

5 

(l) SEQLTEIICE CHARACTERISTICS: 

tA) LE2vIGTH: 5 8 aiTU-no acids 
'B) TYPE: ammo acid 
: D ) TO PC)LOGY : 1 1 near 
10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 628: 

His Glu Ser Leu Lys Gly Ala Asp Arg Ser Thr Ser Gin Arg lie Glu 
15 10 1^ 

15 Val Leu T^^r Thr Pro Thr Ala Met lie Arg Pro A^p Pro Pro His Pro 
20 25 30 



20 



Arg Glu Gly Gin Lys Leu Leu Leu His Cys Glu Gly Axg GLy Asn Pro 
35 40 45 

Val Pro Gin Gin T^/r Leu Trp Glu Lys Glu 
50 55 



25 



(2) IMFORIIATIC'N FOR SEQ ID NO: 629: 



( 1 ) SEQUEINCE CHARACTERISTICS : 

t A ) LENGTH : 5 2 ami no a c i ds 
30 'B) TYPE: amino acid 

(D) TCP^OLOGY: linear 
(xi) SEQUEraCE DESCRIPTION : SEQ ID NO: 62 9: 

Trp Glu Lys Glu Giy Ser Val Pro Pro Leu Lys Met Thr Gin Glu Ser 
35 1 5 10 15 

Ala Leu lie Phe Pro Phe Leu .^n Lys Ser Asp Ser Gly Thr Tyr Gly 
20 ~ 25 30 

40 Cys Thr Ala Tlir Ser Asn Met Gly Ser T^^tt Lys Ala Tyr: Tyr Thr Leu 
35 40 45 



Asn Val Asn Asp 
50 



45 



(2) INFOPKATION FOR SEQ ID NO: 630: 

50 (i) SEQUETJCE CHARACTERISTICS: 

(A) LENGTH: 123 amino acids 

(B) TYPE: amino acid 
(D) TOPDLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 630: 

55 

Val Pro Glu Leu Pro Asp Arg Val His Gin Leu His Gin Ala Val Gin 
15 10 15 

Gly Cys Ala Leu Gly Arg Pro Gly Phe Pro Gly Gly Pro Th^ His Ser 
60 20 25 30 
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G^v Hiz His Lvs Ser His Pro Cly Pro Ala Gly Giy A£;p Tyr Asn Arg 
Cys /vi:p -'Vxq Pro Jly Gin Vai His Lou His A^n Pro Aig Giy Thr Gly 



A-g A-""! Gly Gin L^u His Pro Thr Aia Gly Pro Gly Val H.i3 -Arg .Arg 

65 70 75 80 

Aia Gy:^ Pro :Ger Gin Gin Leu Pro Hi3 Arq Leu Gly Pro Gly Val Pro 
B5 90 ^5 

Gvs Pro Scr Pro Sor L.-'U Thr Pro Val Leu Pro Ser Trp Thr Gin Ser 
100 105 110 

Trp Cys Gly Leu Pro Gly T>/r Thr Ser Ser Ser 
lis 120 



(2) i:-rFORM^TION FOR SLQ ID NO: 6 3.1: 

( 1 ) SrZQUENCE GHARACTERISTICS : 

(A) LEI^iGTH: 22 ammo acids 

(B) TYPE: ammo acid 
(H) TOPOLOGY : linear 

(XX) SF.CUFJJCE DESCRIPTICN: SEQ ID NO : 63 1: 

Val }Iis Gin Lou His Gin Ala Val Gin Gly Cys Ala Leu Gly Arg Pro 
15 10 

Gly Phe Pro Gly Giy Pro 

2 0 



(2) IMFCPi'IATIGN FOR SEQ ID NO- 632: 

(l) SEQUENCE CHARACTERISTICS: 

(A) LETIGTH : 42 ammo acids 
( p.- ) ^iTPK : .ammo ac 1 d 
( D ) TCJPC'LOTi : 1 1 near 

;xi) SEQirEllC^ DESCRIPTICrL SEQ ID : 632: 




.Asp T^yr .Vsn Arg Cys Asp Arg Pro Gly Gin Val His Leu His A^n Pre 
20 25 30 



.Arg Gly Thr Gly Arq Arg Gly Gin Leu His 
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(B) PK : a.T.i no acid 
(D) TOPOLOoY: linear 
( X i ) S E'^'LTFJJC E I ;E SC R I r>T I CN : S EQ ID NO : 6 3 3: 

5 Leu His Pro Thr Ala Gly Pro Gly Val His Arg Arg Ala Cys Pro Ser 
1 5 10 

Gin Gin Leu Pr3 H.is Arq Leu Gly Pro Gly Val Pro Cys Pro Ser Pro 
20 25 30 



10 



Ser Leu Thr Pr^ Val Leu Pro Ser Trp Thr Gin Ser Trp Cys Gly Leu 

35 40 



Pro Gly Tjnr Thr Ser Ser Ser 
15 50 55 



(2) INFOPJ^TICN FOR SEQ ID NO: 634: 

20 

(i) SEQUETICE CliARACTERISTICS : 

(A) LEIJGTH: 276 ajnino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

25 (XI) SEQUEIICE DESCRIPTION: SEQ ID MO: 634: 

Ser Leu Arg .Arg Pro Arg Ser Ala Ala Xaa Gin Thr Leu Thr Thr Phe 
1 5 10 1^ 

30 Leu Ser Ser Val Ser Ser Ala Ser Ser Ser Ala Leu Pro Gly Ser Arg 
20 25 30 

Glu Pro Cys Asp Pro Arg Ala Pro Pro Pro Pro Arg Ser Gly Ser Ala 
35 40 45 



35 



Ala Ser Cys Cys Ser Cys Cys Cys Ser Cys Pro Arg Arg Arg Ala Pro 
50 ' 5.5 60 



Leu Arg Ser Pro Arg Gly Ser Lys Arg Arg lie Arg Gin Arg Glu Val 
40 65 70 75 80 

Val Asp Leu Tyr Asn Gly Met Cys Leu Gin Gly Pro Ala Gly Val Pro 
85 90 95 

45 Gly Arg Asp Gly Ser Pro Gly Ala Asn Gly He Pro Gly Thr Pro Gly 
100 105 110 



50 



He Pro Gly Arg Asp Gly Phe Lys Gly Glu Lys Gly Glu Cys Leu Arg 
115 120 125 

Glu Ser Phe Glu Glu Ser Trp Thr Pro Asn Tyr Lys Gin Cys Ser Trp 
130 135 140 



Ser Ser Leu Asn T^j^ Gly He Asp Leu Gly Lys He Ala Glu Cys Thr 
55 145 150 155 160 

Phe Thr Lys Mec Arg Ser Asn Ser Ala Leu Arg Val Leu Phe Ser Gly 
165 170 1'75 

60 Ser Leu Arg Leu Lys Cys Arg Asn Ala C>'S O/s Gin Arg Trr: Tyr Phe 
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Thr Phe A-.n Gly Ala Glu Cys S^r Gly Pro Leu Pro II- Glu Ala lie 
195 200 205 

He ':\r Leu Af:p Gin Gly Ger Pro Glu Met Asn Ger TJir He Asn lie 
210 215 220 

Hi3 A-g Thr Se- Ser Va 1 Glu Gly Leu Cys Glu Gly He Gly Ala Gly 
225 ^ 230 235 240 

Leu Val Asp Va 1 Ala He Tii^ Vul Gly Thr Cyr. Ger Ar.p T^/r Pro Lys 
245 250 255 

Gly Asp Ala Ser Thr Gly Trp /vsn Ser Val Ser Arg Ho He He Glu 

'^5^ 27 0 

Glu Leu Pro Lyo 

(2) IMFOPKATICN FOR SEQ ID MO: 63 5: 

{ 1 ) SEQUENCE CHARACTERISTICS : 

( A ) LE^JGTH : 6 1 ami no ac i ds 

(B) TYPE: amino acid 
(D) TOPOIXKTx : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID IjO: 635: 

Ser Leu Arg Arg Pro ,Arg Ser Ala Ala Xaa Gin Thr Leu Thr Thr Phe 
5 10 15 

Leu Ser Ser Veil Ser Ser Ala Ser Ser Ser Ala Leu Pro Gly Ser Arn 



20 



30 



Glu Pro Cys Asp Pro Arg Ala Pro Pro Pro Pro .Arg Ser Gly Ser Ala 

35 40 

Ala Ser Cys Cys Ser Cys Cys Cys Ser C\^s Pro .Arg Arg 

50 ^ 5S 60 



(2) ir-IFOPl-LATIC^r-J EOF: SEQ ID NO: 536: 

(1) S£QLTO:CE CrlAPACTERISTICS : 

( A ) LEr-,'GTH : 5 2 a.Tu no a c i ds 

(B) TYPE: amino acid 
( r 0 TO P^Ol^OGY : linear 

^POirRMrK nFGGRTPTICN- SRQ 10 r:0 : 6^o 
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Thr Pro Giy lie 
50 



(2) li-IFORT-IATION FOR SEQ ID NO: 63^^: 

(i) SEQTJENCE OIARACTERISTICS . 
10 (A) LET^IGTH: 5 2 amino acids 

(B) TYPE: amino acid 

(D) TOPOIA3GY: linear 
(xi) 3E';UEr'iCE CESCRIPTTON: SEQ ID NO: 637: 

15 Thr Pro Gly lie Pro Gly Arg Asp Gly Phe Lys Gly Glu Lys Gly Glu 
1^5 10 15 



20 



Cys Leu Arg Glu Ser Phe Glu Glu Ser Trp Thr Pro A^n T-yr Lys Gin 
20 25 30 

Cys Ser Trp Ser Ser Leu Asn Tyr Gly He Asp Leu Gly Lys He Ala 
35 40 45 



Glu C^vs Thr Phe 
25 50 



(2) IMFORMATICTJ FOR SEQ ID NO: 638: 



30 



(i) SEQL^JCE CHARACTERISTICS: 

(A) LENGTH: 6 6 amino acids 

(B) T/PE : amino acid 
'D) TOPCiLOGY : Imeax 

35 (xi) SEQ'UENCE DESCRIPTION: SEQ ID NO: 533: 

Phe Thr Lys Mec Arg Ser Asn Ser Ala Leu Arg Val Leu Phe Ser Gly 
1 5 ^ 10 15 

40 Ser Leu Arg Leu Lys Cys Arg Asn Ala Cys Cys Gin Arg Trp Tyr Phe 
20 25 30 

Thr Phe Asn Gly Ala Glu Cy^s Ser Gly Pro Leu Pro He Glu Ala He 
35 40 45 



45 



He Tyr Leu Asp Gin Gly Ser Pro Glu Met Asn Ser Thr He Asn He 
50 55 60 



His Arg 
50 65 



55 



(2) INFORMATION FOR SEQ ID NO : 63 9: 



(i) SEQTJENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

60 (XI) SEQUENCE DESCRIPTION: SEQ ID NO: 639: 
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Arg Thr Ser Ser Val Glu Gly L.eu Cys Glu Giy He Giy Ala Giy Leu 
1 10 

5 Val Asp Val Ala lie Tro Val Gly Thir Tys Ser Asp 1^^ Pro Lys Giy 

20 25 30 

.Asp Ala Ser Thr Gly Trp Asn Ser Val Ser Arg He He He Glu Glu 
35 40 45 

10 

Geu Pro Lys 
50 



15 



30 



43 



(2) IIJFC'RMATION FOR SEQ ID NO: 64 0: 



( i ) SEOUBMGE CHARACTERISTICS . 

( A ) LET^GTH ■ ^ am i no ac i ds 
20 (B) TYPE: air.inc acid 

(D) TCPC)LajY: linear 
(XI) SECIJET^CE EESCRIPTIQM: SEQ ID NO: 640: 

Thr Lys Lys Glu Asn Cys Arg Pro Ala Ser Leu Met Asn He Asp Thr 
25 1 5 10 H 

Lys He Leu Asn Lys He Leu Met Asn Gin 
20 25 



(2) ir^TFORMATION FOR SF.Q ID NO: 641: 



{ 1 ) S Ei^'UFi JC S C llARACTER I ST I C S : 
35 (A) LENGTH: 214 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(XI) SEQUFJICE DFSCRIPTICN: SEQ ID NO: 641: 

40 Met Cvs Asn Leu Pro He Lys Val Val Cys Arg Ala P^^n Ala 'Jlu Tyr 
1^5 10 1^ 

Met Ser Pro Ser Gly L,ys Val Pro Xaa Xaa His Val Giy Asn Gin Val 



/al Ser Glu Leu Gly Pro H- Va L Gin Phe Val Lys Ala Lys G^y His 
IS 4 0 4 5 



Ser Leu Ser Asp Gly Leu Glu Glu Val Gin Lys Ala Glu Met Lys Ala 
50 50 55 60 



IG-r Met Glu Leu Val Asn Asn Met Leu Leu Thr Ai 



;i L-^u Lo 



60 
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Gin Tx-p Glu Val 
115 

Thr Leu Asp Gin 
5 130 

Ser Gin Arg Leu 
145 

10 Glu Leu Asp Ala 



Gin Leu Thr Asa 
18C 

15 

Leu Leu Ala Phe 

195 

Gly Lys Gly Arg 

20 210 



Lys Arg Lys Xaa Lys Ala 
120 

Val Leu Glu Asp Val Asp 
135 

Gly Thr Gin Pro T^tt Phe 
150 

Leu Val Phe Gly His Leu 
165 170 

A^.p Glu Leu Ser Glu Lys 
185 

Cys Arg Arg He Glu Gin 

200 

Leu Ser 



lie Gly Trp Gly Lys Lys 
125 

Gin Cys Cys Gin Ala Leu 
140 

Phe ;^^n Lys Gin Pro Thr 
155 160 

Tyr Thr He Leu Thr Thr 

175 

Val Lys Asn T^/r Ser Asn 
190 

liis T-yr Phe Glu Asp Arg 
205 



(2) INFORMATION FOR SEQ ID NO: 642: 



25 



(i) SEQTJENCE CHAI^ACTERISTICS: 

(A) LENGTH: 4 4 ammo acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 642: 

Met Cys Asn Leu Pro He Lys Val Val Cys Arg Ala A^n Ala Glu Tyr 
IS 10 15 

35 Met Ser Pro Ser Glv Lys Val Pro Xaa Xaa His Val Gly Asn Gin Val 
20 ' ' 25 30 

Val Ser Glu Leu Gly Pro He Val Gin Phe Val Lys 
35 40 

40 



(2) INFORMATION FOR SEQ ID NO: 643: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 ammo acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: lineax 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 643: 

50 

Phe Val Lys Ala Lys Gly His Ser Leu Ser Asp Gly Leu Glu Glu Val 
1 10 15 

Gin Lys Ala Glu Met Lys Ala Tyr Met Glu Leu Val Asn Asn Met Leu 
55 20 25 30 

Leu Thr Ala Glu Leu Tyr Leu Gin Trp Cys Asp Glu 
35 40 

60 
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(2) ir-TFORT-lATICN FOP. SBQ ID NO: 644: 

( i ) SEQIJEMCE CHARACTERISTICS : 
5 (A) LO^GTH: 51 <iJv.xno acids 

(B) T^/PE: amino acid 
( D ) TCPOLCGY : 1 i near 
(XI) 3EQUE]>JCE DESCRIPTION: SEQ ID NO: 644: 

10 Leu Gin Trp Cys Asp Glu Ala Thr Val Giy Xaa He Thr His Xaa Arg 
1 S iO i5 



15 



I^^-r Gly Ser Pro T\-r Pro Trp Pro Leu Xaa His He Leu ALi T^^nr (Jin 

20 ' 25 

Lys Gin Trp Glu Val Lys Arg Lys Xaa Lys Ala He Gly Trp G L/ Lys 

3S -0 



20 50 



(2) INFORl'IATION FOR SEQ ID NO: 645: 

25 

( 1 } SEQUEI-3CE CHAF-ACTERI STICS : 

(A) LENGTH: 4 3 aiumo acids 

(B) T\'PE: ammo acid 
(D) TOPOLOGY: linear 

30 (XI) SEQ0T2^ICE DESCRII^ION: SEQ ID NO: 645: 

Asp Gin val Leu Glu Asp V:il Asp Gin Cys Cys Gin Ala Leu Ser Gin 
1 5 ^0 

35 Arg Leu Gly Ttir Gin Pro T^^^r Phe Phe Asn Lys Gin Pro Thr Glu Leu 

20 :s 30 

Asp Ala Leu Val Phe Gly His Leu T:,^' Thr He 
35 40 

40 



(2) ir:EOE:-l^TIGN ECF. SEQ ID rr ' : 6 4r^; 

45 (i) SEQUENCE CrLVR^\CTERISTICS : 

(A) LEtJGTH: 41 arrMno acids 
( 3 ) Ti' P E : arr. m o a c i d 
{ D ) TO POL02ri : 1 1 near 
(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 646: 

50 

L^u Thr Thr Gin Leu 7'hr Asn Asp Glu Leu Ser Glu L\ 
5 10 



60 
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(2) INFOFJ-l/ATION rQR SEQ ID NO: 6 47: 

(1) 3EC'1^^B^^1CE CFLAPACTERISTICS : 
5 :A) LEr](lTH: 70 amino acids 

;3) T/P'£ : ammo acid 
;D) TOPijLCGY: linear 
(XI) SEQUENCE CESCRIPTICN: SEQ IE NO: 647: 

10 Met Xaa Xaa Xaa Asn S-r His lie Thr He the Thr Leu A-n '/al Asn 
I S 10 15 



15 



25 



Glv Leu A^n Ala Pro Aon C^lu ^Jrg His Arg Leu Ala A:^n Trp He Gin 
20 25 30 

Ser Gin Aop Gin Val Cyi- 2yG He Gin Glu Thr His Leu Thr Gly Arg 
3S 40 45 



ASD Thr Hio Aa::^ Leu Lyr He Lys Gly Trp Arg Lyo He T^yr Gin Al 
20 ' SO 55 60 



Asn Gly Lys Gin Lys Lyf. 
65 70 



(2) INFOPLL-.TICN FOR SE'j ID NO: 64 8: 



(i) S EC -UP^NCE CHARACTERISTICS: 
30 (A) LEI^IGTH: 2 8 amino acids 

(B) T"i:'PE: ammo acid 
(D) TO?C'L.DGY : linear 
(XI) SEQIJE.NCE EESCRIPTICN: SEQ ID NO: 643: 

35 Phe Thr Lou Asn Val Asn Gly Leu Asn Ala Pro Asn Glu Arg His Arg 
15 10 1^ 

Leu Ala AE.n Ti-o He Gin Ser Gin Asp Gin Val Cys 
20 2 5 

40 



(2) INEOFJ^J\TION FOR SEQ ID NO: 64 9: 

45 (i) SEQL^ICE C^iPJ^\CTERISTICS: 

(A) LETjGTH: 17 amino acids 

(B) T'fPE : amino acid 
(D) TOP-OLOSY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 649: 

50 

Thr His Leu Thr Gly Arg Asp Thr His Arg Leu Lys He Lys Gly Trp 
15 10 15 

Arg 

55 



(2) INFORMATION FOR SEQ ID NO: 6 50: 

60 
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10 



25 



{ A ) LEMGTH : 1 4 a.Ti i no a c i clr. 
(:;) T"i'PE : ;imino acid 
(D TOP:'I,rxTi' : linear 
I XI) SEQUIiirJCE EESCKIPTIGN: SEQ ID NO : 

; 1 :/ T rp Ar g Ly r. I I 1\- r Gin Ala Ax n G 1 y L\ ' 3 Gin L. ■/ L\ 
I ^ 10 



{.:) i::kC'H>l^tion fof seq id no: o51. 



(1) SKQirENCC C^iAPACTERISTJCS : 
15 (A) LENGTH: 5 4 ammo acids 

( B ) T/PE : ajn i no ac i d 
( D ) TO POLOCn^ : linear 
!xi ) SEQUErJCE DEGGRIPTPDN: SEQ ID TIG : 651: 

20 Lie 'lyi' hi 3 L--nj U±- Ser ^FriJ lie Phe Phe His Phe Lys Ai'q Ala Ph- 

1 ^ 10 IS 

C y 3 Me t <:." ;y s Ph I L e T h r Met Ly o Va 1 He Mis Ala Hi.; C y s : : e r L y s 
2 0 2 S 3 0 



Leu Arq L>\'s Cys Xa^ Asn Ala Gin He Ser Vai Phe Oy:; Thi T^a^ Devi 
i5 40 4 5 



l^hr Ala y;er T^.a: Vr:-> Tl:r 

30 5 0 



(2) IirFOKt'lATIl'rJ I-'OK SEQ ID NO: 6 52: 

35 

( 1 ) SEC: '^Jr:riC E C li/J^A.GTER I GT I C S : 

(AJ LEr-:GT}i: 2 3 an^mo acids 
^ B ) Ti^ PE : am m o ac i d 
( D ) TOPDLOGY : 1 mear 
40 (xi) SEQITFIJCE DESCRIPTION: SEQ ID NO: 652: • 

He IG-r HiJ L-a H^s Ser Tiqa 1 H- Phe Phe His Priv. Lys Ao A^a Ph 

1 5 10 I':. 

45 Oy:^ Me^ -ys Pt:.^ 1 : e T— m..^ 



2)0 (2) i::fop2^ LOTION eor seo in r:o: 6 53: 



:haragterigt:c^ 



60 
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;ln lie Sex 



Val Phe 0/3 
20 



Thr Thr 



25 



ThLr Ala Ger 



30 



10 



(2) INFOFJ^TIOIJ FOR SEQ ID NO: 654: 

ii.) SEQL^aCE CHARACTERISTICS: 

(A) LENGTH: 5 8 amino acids 

(B) T^'PE: amino acid 
(D) TOPOLCGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 654: 



Trp Asn Leu Leu Trp T^tt Phe Gin Arg Leu Arg Leu Pro Ser lie Leu 

15 1 5 10 15 

Pro Gly Leu Val Leu Al ^ Ser Cys Aisp Gly Pro Ser Xaa Ser Gin Ala 

20 25 30 

20 Pro Ser Pro Trp Leu Th_r Pro Asp Pro Ala Ser Val Gin Val Arg Leu 

35 40 45 



25 



Leu Trp A^p Val Leu Thr Pro Asp Pro Asn 

50 55 



(2) INFOPl-lATIOn FOR SEQ ID NO: 65 5: 

30 (i) SEQTJETJCE CHARACTERISTICS: 

(A) LENGTH: 5 4 amino acidLs 

(B) T'/PE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQ'UETJCE DESCRIPTION: SEQ ID NO: 655: 



35 



Gin Arg Gly lie T^tt Arg Glu lie Leu Phe Leu Thr Me^ Ala Ala Leu 
15 10 15 



Gly Lys Asp His Val Asp lie Val Ala Phe Asp Lys Lys Tyr Lys Ser 
40 20 25 30 

Ala Phe Asn Lys Leu Ala Ser Ser Met Gly Lys Glu Glu Leu Arg His 
35 40 45 

45 Arg Arg Ala Gin Met Pro 
50 



50 (2) INFOFmTIOtJ FOR SEQ ID NO: 6 56: 



55 



60 



(i) SEQUETJCE CHARACTERISTICS: 

(A) LENGTH: 2 3 amino acids 

(B) TYPE: amino acid 
(D) TOPOLCGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 656: 

Trp Asn Leu Leu Trp Tyr Phe Gin Arg Leu Arg Leu Pro Ser lie Leu 
15 10 15 
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Pro Ciy L.eu Vai Loii Ala Ser 
2 0 



(2) ir:FCR>L\TION FOR ZKQ ID TJO : b'jl : 

[ 1 ) :Z EQlJfir- JC E CR- ^.^C 7^ EM I ST I C S : 

(A) LE^JGTH: 191 araino acid:^ 
10 ;B) TYTK: .amino acid 

( D ) TCP<jIXCY : 1 inear 
{ >: 1 ) S EQL^ JCE DESCR I I ON : S EQ T 13 TOO : C S ; 

c; ill A.; p A 1 1 1 y P h e A. r i Ar ■ c t S e r He His C ■ 1 u V a I I 1 -..^ E e u l.yr. A3 n 
I ^ ■ S 1 0 I ■ , 

He 1' h r T r j . H - r : r G i 1. 1 Ar q V a 1 L eu Th r G 1 u I I e 5 e r L . Kyly S e r 
2 0 2 5 -0 

20 l.ou E'--u Lrjii V.il Val He A^rg Thr He Gin A:^^^i Met I'hr A^rq 

40 12 

Thr Arc; Ar:p Lys Leu His Thr Au.n Cyr. Leu Aia Ala l.^-u A\a Asn 

=^0 55 20 

Met 2 e r A 1 a G 1 r\ i' h e 2'.r g Ser E e u His Gin ^Pv'r la .A 1 , i In Ar- r j H e 

6S 70 75 HO 



25 



He 2'"e E-:-! F'ne 2er E-_-u Eeu 2er E\'s Lys His A:;ri Eys 2'a i Eeii G'u 

30 8 5 90 9 5 

Gin Ala I'hr Gl:^ r Eeu 2er:g Giy 7f->r Eeu 5-^^r G-r Af^n Arp 22il Pro 

10 0 10 5 lie 

35 Ecu Pro A.-::.: 'E/r Ala Gin Asp Eeu A:;:n 2EH He ;2Lu Giu 22^1 lie Arg 

11^) 12 0 12 5 



40 



50 



M e t Met 2- u ; lu lie II r- A g n S ^ r C >' s L e '.i ■' 2 hr 2^ s n S e r Eeu His Hi s 

130 135 140 

Asn Pro Arn Ee\i 2'.a1 "lyr Ala Eeu Eeu 7^/r Eys Ara Asp Eeu Phe Glu 

145 120 155 1'-"' 



;.:;ln rA:e A!'-i 'V::r His Pr<a Ser Ene Gin Asp He M-t .-"Gn Arui .He Asp 
45 H5 17 0 r^2 



Eeu 2'^1 He Ger I'he tlv.? Ser Ger Arg Leu Eeu Gin Ala Gly Ser 
IBC 125 190 



(2; :!-;fofmatigm ec-r geg id r:re 652; 
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1 5 10 \S 

lie Thr Trp ^I^t: Sor Glu Arg Val Leu Thr Glu lie Ser Leu Gly Ser 
20 25 30 

Leu Leu lie Le>u Val Val 
35 



(2) INFORMATION FOR SEQ ID NO: 659: 

(i) SEQUENCE CH^J?ACTERISTICS : 

(A) LENGTH: 53 amino acids 

{B) T^/PE: amino acid 

{ D ) TOPOLOC/ : 1 i near 
(XI) SEQUET-JCE DESCRIPTION: SEQ ID NO: 659: 

Arg Thr lie Gin T>Tr Asn Met Thr Ai-g Thr Arg Asp Lys Tyr Leu His; 
I 5 10 IS 

Thr Asn Cys Leu Ala Ala Leu Ala A.;;n Met Scr Ala Gin Phe Aig Ser 

20 25 30 

Leu His Gin T-yr Ala Ala Gin Arg I]e lie Ser Leu Phe Ser Leu Leu 
35 40 45 

Ser Lys Lys His Asn 
50 



(2) irJFGRl-lATION FOR SEQ' ID NO: 660: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 

(XI) SEQUENCE DESCRIPTION: SEQ ID NO : 660: 

Ser Cys Leu TYir Asn Ser Leu His His Asn Pro Asn Leu Val Tyr Ala 
15 10 15 

Leu Leu Tyr Lys Arg Asp Leu Phe Glu Gin Phe Arg Thr His Pro Ser 
20 25 30 

Phe Gin Asp lie Met Gin Asn lie Asp Leu Val lie Ser Phe Phe Ser 
35 40 45 

Ser Arg Leu Leu Gin Ala Gly Ser 
50 55 



(2) IN-FORMATION FOR SEQ ID NO: 661: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 



9854Q6?A2 I - 
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(XI) SEQCKriCE DESCRimo:-J: SKQ ID ::0 : 6£1: 

■3 Ly3 His A-n Lyo Val Leu Glu Gin Ala Thr Gin Gor Lou Ar:: 

1 5 10 IS 

r Leu 5= e r S e r Ai: n As p '/a 1 ? r t j L u I ■■ r o .As p l^'r A i a Gin A s p ) 

20 25 30 



(2) IMFOKMATTOIJ FOR SEQ ID NO: 662: 

t L ) S EQDTO^C E C FiAR^CTER I GT I G S : 

(A) LENGTH: 12 5 amano acids 

(B) TYPE: c^ino acid 
{ L> ) TOP jLOGY : 1 1 near 

{ X 1 ) G E ;'UEr:G E DE SG F: I PT I ON : S EC* ID NO : 66 2: 

Mri^r. Ala /vsp ilo Gin Thi' Glu Ai (.j Aid T>- 1 Gin L v s Gli'i Pro Th:^ II--.- 
1 5 10 1^ 

Phe Gin Asn Lys Lys Am Val Leu Leu Gly Glu Thr Gly Lys Glu L,yr. 
20 25 30 

Leu Pro Arg Val Thr Asn Lys Asn He Gly Leu Gly Phe Lys y^„sfi Thr 
35 40 45 

Pro Arg Arg Leu Leu /u"? Gly Thr T\^ He Asp L:/s Lys Gys PrC' Phe 
50 55 60 

Thr Gly Asn Val Ser lie Arq Gly Ai'g He Leu Ser Gly Val Val Thr 
65 70 75 BO 

Gin Asp Glu Asp Ala Giu .^'j?p His Cys .Mis Pro Pro Ourg Leu Gei" AI.h 
B5 90 95 

Leu Kis Pro Gin Val Gin Pro Leu Arg Glu Ala Pro Gin Glu His Va i 
100 ~ 105 110 

Gys Thr Pro Val Pro Leu Leu Gin Gly Arg Pro A.sp Arg 
115 1. 2 0 12 5 



(2) i:JrOR:-lATIGN FOR ::E;) id NO: 6o3: 

( 1 ) G EQIJEI^JG E GHARAGTE R I ST I G S : 

(A) LETJ^TH: 7 9 amino acids 
(P) T\'PE: aramo acid 
(DO TCrOEOGY : linear 

(XI ^ GE^OIi2^JGE DEGGKimON: SEQ ID NO: 653: 
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Gin Gly Arg Pro .\sp Ar^i 
35 



( 3 ) 11 JFOPJ^\T I ON F-'CF . S EQ ZZ 1 JC. > : 6 67: 

( 1 ) S EQUETnIC E CHARACTE R I ST T C S : 

(A) LENGTH: 3 6 a:-; mo acids 

(B) ri'PE: arr.mo acid 
( D ) TC'PGLvXT:' : 1. I near 

( X 1 ) S EQUET- ]C E C E GC 1 1>T I jM : G EQ ID NO : 66 7; 

M^:-t Lyr. Met Gin Arg Thr lie Vai Tie .Arq Arg Arip l^-r L.-u IVr 
1 ^ 10 15 " 

lie ;i^g Lys T^/r A^.n Arq Fhe GIu Lys /urg Hig L;j-3 Ai^r I-l^.-t Gr:r Vai 
vj 3 _j ; c ' 

H^s Leu L:er Pro 

35 



(3) INFOF>L^TICN FOR GEQ lU TJO : 668: 

{ 1 ) SEQUENGE CR\i^A3TERI3r-TICS : 

(A) LE^JGTH: 4 3 am no acrds 

(3) T"/PE: amxno acid 

(D) TC-POL'OGY: linear 
(xr) SEOLTEiaGE DEGGRIPTIOtN : SEQ ID NO: 6-6 8: 

GvG Phe Arg A:^p Vai Gin lie Gly Asp lie Vai Thr Vai Gly Glu Gys 
IS 10 15 

Arg Pro Leu Ser Lys Thr Vai /Arg Phe Asn Vai Leu L\'s Vai Thr Lys 
2 0 ~ 2 5 30 

Ala Ala Gly Thr Lys Lys Gin Phe Gin Lys Phe 

3 5 4 0 



::T^rT:MATIG:J FCP GEQ IE' tJO : 669: 

( 1 ) EECLT3NCE -GKAI'.AGTERrGTIGS ; 

(A) LENGTH: 3 3 ammo acids 
(3) TYPE: amino acid 
(D) TOPC)L(:OV: linear 
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686 



(2) INFORMATION FOR SEQ ID NO: 670: 

5 

(i) SEC.TJEircE CliARACTERIGTICS: 

(A) LENGTH: 60 aim no acids 

(B) TiPE: aramo acid 
(D) TOPOLCGY: linear 

10 (xi) SHQUEI-JCE DESCRIPTION: SEQ ID NO : 67 0: 

He Phe T^/r Ar^p Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
15 10 15 

15 Asp Arg Ala His ^^rg Leu Gly Gin Thr Lys Gin Val Thr Val Tvr Arg 

2 0 2E> 30 



20 



Leu lie Cys Lys Gly Thr He Glu Glu Arg He Leu Gin Arg Ala Ly: 
3 5 40 4 5 

Glu Lys Ser Glu He Gin Arg Met Val He Ser Gly 
50 55 'SO 



25 

(2) INFORMATIOrj FOR SEQ ID NO: 671: 

{1} SE::tjeNCE CHARACTERI S^r IC S : 

(A) LENGTH: 67 ammo acids 
30 (B) TYPE: amino acid 

(D) TOPOLC'GY: linear 
(xi) SEQL^;fCE DESCRIPTION: SEQ ID NO: 671: 

Thr Arg Met lie Asp Leu Leu Glu Glu TVr Met Val T^-'r .-^'-urg Lys His 
35 1 5 10 " 15 

Thr Tyr Xaa Arg Leu Asp Gly Ser Ser Lys He Ser Glu Arg Arg Asp 
20 25 30 

40 Met Val Ala Asp Phe Gin Asn Arg Asn Asp He Phe Val Phe Leu Leu 
35 40 45 



45 



Ser Thr Arg Ala Gly Gly Leu Gly He Asn Leu Thr Ala Xaa Asp Thr 
50 55 60 

Val His Phe 
65 



50 

(2) INFORMATICrJ FOR SEQ ID NO: 672: 

(i) SEQTJETJCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 672: 

He Phe Tyr Asp Ser Asp Trp .Asn Pro Thr Val Asp Gin Gin Ala Met 
60 1 5 10 15 
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Asp Arg Ala His Arg Leu Gly Gin Tl-ir Lys Gin Val Thr Vai 'I^tt Arq 
20 25 3 J 



(2) INFORI-lATIOrJ FOR SEQ ID NO: 67 3: 

(I) SEOUETICE CHAP.^CTERISTICS : 

(A) LET'IGTH: 3 1 cvn\inD acids 

(R) TYPE: ar-..ir.':) acid 

(D) TOPC'LCO^/: linear 
(XI) S KOtJETJCE P. I PT^ I ON : S EC' I D NO : 673; 

Val Tyr Arg Leu lie Cys Lys GTly Thr lie Glu Glu Arg lie Leu Gin 

Arg Ala Lys Giu Lys Ser 'Olu lie Gin Arg Met Vai lie Ser Gly 

20 25 30 



(2) IMFOR>L^TIC-rJ FOR SEQ ID N2.': 674: 

(i) SEOUENCE GHAR^CTEP.ISTICS: 

(A) LEI^GTH: 3 3 amino acids 

(B) Tf PE : amin.^ acid 
(D) TOPC'LCGY: linear 

(xi) SEQUEI-JCE CESCRIRl^ION : 3E2 ID NO: 674: 

Thr Arg Met lie A^sp Leu Leu Glu Glu Tyrr Met Vai T>t Arg Lys His 
15 10 15 

Thr T-yr Xaa Arg Leu Asp Gly Ser Ser Lys lie Ser Glu Arg Arg Asp 
20 25 30 

Met 



(2) I:IFCR:-LaTI;2N for SE^ id IIC': 67 5: 

(i) SEC'-JEN2E CHARACTERI3TIG3: 

( A ) LEI^GTH : 3 3 a.Tii no ac i ds 

(B) T'fPE: aiT^mo acid 
(D) TOPOLC<Ti': linear 
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68 S 



(2) IMFORMATTCN FOP SEQ ID NO: 67 6: 

5 

( 1 ) S EC ■l.JET^ C E CH7^J?ACTER I ST I C S : 

(A) LETJGTH: 3 7 ammo acids 
(3) ^r/PE: ammo acid 
{ D ) l^OPC'LCOY : 1 1 near 
10 (Xi) SEgUETJCE 2ES:RIPTrON; SEQ ID NO : 67 6: 

lie Phe T\nr" As pi f^er Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
1 S 10 IS 

15 Asp Arcj Ala His Arg Leu Gly Gin Thr Lys Gin Val Thr Val Tv^r Arg 
2i? 25 30 



Leu I le cys Lys Giy 



20 



(2) I^JFOFa'l=^TIC■M FOR SEQ ID NO: 677: 

25 (i) SEQITENCE CHAFACTERISTICS : 

(A) LENGTIi: 3 7 amino acids 

(B) TYPE: amino acid 
( D ) TOPOLC -GY : 1 moar 

(xi) SEQUENCE EESGRIPTION: SE2 ID NO: 677: 



30 



40 



lie Phe TvTT A.?p Ser As.p Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
1 s 10 15 



Asp Arg Ala Mis Arcj Leu Gly Gin Thr Lys Gin Val Thr Val T>^r Arg 
35 10 25 30 



Leu lie CVS Lys Gly 

3 5 



C2) INFORMATION FOR SEQ ID NO: 678: 



(i) SEQUET^JCE CHAFACTERISTICS: 
45 (A) LE2^IGTH; 2 9 amino acids 

(B) T'fPE: amino acid 

(D) TOPDLCGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 678: 

50 Arg Leu He Cys Lys Gly Thr He Glu Glu Arg He Leu Gin Arg Ala 
15 10 15 

Lys Glu Lys Ser Glu He Gin Arg Met Val He Ser Gly 
20 25 

55 



(2) INFORMATION FOR SEQ ID NO: 679: 
60 (i) SEQL-EI'iCE CliARACTERI ST I CS : 



BNSDOCID <WQ 9e54963A2 I 
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(A) LCrJGTH: 354 airino acid::; 

(B) Ti'PE: £\mino acid 
(D) TC^rOLCGY: linear 

(xi) JKCUENCF uESCRll'-TlQN: NO: 67 9: 

5 

M'.'t Ser Ltu }!is Gly Lv's Arq I,\'S Glu lie T-/r Ly3 T-yr Glu Ala Pro 
1 10 lb 

Trp Thr Val 'IV r Ala Met Ar.n T'rp Ser Va I Ai-q Pro Asp Lys Axtj phe 
10 20 25 . 30 

Arq Lou Ala Leu 01-/ ^^..-r F'he Val Glu Glu T^yr A.r.n Acn Lys '/a 1 Gin 
3 5 4 0 4 

15 Leu Val Gly Leu Aj^p .Uu O^lu Ger Ger Glu I'ne lie Gy3 Arq .^j^.n Thr 
SO S s 60 

P h e At, p ]Ui:, Pre- ' I L r o T hr Tl.r Lys L e u Me t Tr^ lie P r o As p T h r 
7 0 7 5 hO 



20 



35 



50 



Lys Gly Val TVr Pro /^^:,p Leu Leu Ala Thr Ser Gly Ai^,p 'P-yr Leu Arq 
r^5 90 95 



Val Trp Arq Val Gly Oilu Thr Glu Thr Ai-g Leu Glu Cys Leu Leu Asn 

25 100 105 110 

Asn Asn Lys Asn O'ei" Asp Phe (Oys Ala Pro Leu Thr Ser Phe .-^p Trp 

115 120 125 

30 Asn Glu Val Asp Pro TV- L.'L'U Leu Gly Thr Ser Oer lie Asp Thr Thr 

130 135 140 



Gys Thr lie TrT:> Gly Leu Glu Thr Gly Gin Val Leu Gly A^g Val Asn 

145 150 155 160 

Levi Val Ser Gl^^^ Mis Val Lys Thr Gin Leu lie Ala His Asp Lys Glu 

165 170 175 



Val lyr Asp lie Ala Phe Ser Arg Ala Cily Gly Sly Arq Asp Met Phe 

40 180 185 190 

Ala Ser 7'-il 'Sly A. a .^p 7;ly Ser Val /urq K^:-^ PLe Aj^p Leu Arq His 

155 200 2CS 

45 Leu Glu His Oer Thr Lie He T\-r Glu Asp Pro Gin His ^;ls Pr:.j L*--u 

210 2 15 22 J 

Leu Arg Leu Cys Trp Asn Lys Gin Asp Pro Asn Tyr Leu Ala Thr Met 

225 230 235 240 



AL^ Met Asp Gly Met Glu V:il Val T hz- L-u Asp Val Arq Val Pro Ah. 

2'15 250 255 
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290 29S 300 

Leu Ser Trj) ^ro Thr Gin Leu Xaa Giy Glu lie Acn Asn Val Gin Trp 
305 310 315 320 

5 

Ala Ger Thr Gin Pro Glu Leu Ser Pro Ser Ala Thr Thr Thr Ala Trp 
325 330 335 

Arg ^r^-'r Ser Glu Cys Ser Val Gly Gly Ala Val Pro Thr Arg Gin Gly 
10 340 345 350 

Leu L^--u ^rvr Phe Leu Pro Leu Pro His Pro Gin Ser 

3 55 360 

15 

\2) :::for:-iatiom for geq id nc: 6^0: 



20 



25 



30 



40 



45 



55 



60 



(i) SEC)^JE^JGE CJiARACTERISTICS : 

(A) LENGTH: 136 ,^ino acids 

(B) T^/PE: ammo acid 
(D) TOPOLOGY; linear 

(xi) SEQL^ENGE DESCRIPTION: SEQ ID NO; 680: 

Met. Ser Leu Fiis Gly Lys Arg Lys Glu He Tyr Lys T^nr Glu Ala Pro 
lb 10 IS 

Trp Thr Val T^yr Ala Met Asn Trip Ser Val Arg Pro Asp Lys Arg Phe 

20 25 30 

Arg Leu Ala Leu Gly Ser Phe Val Glu Glu TVr Asn Asn Lys Val Gin 
35 40 45 



[.eu Val Gly Leu Asp Glu Glu Ser Ser (3lu Phe He Cys Arg Asn Thx 
35 SO 55 60 



Phe Asp His Pro Tyr Pro Thr Thr Lys Leu Met Trp He Pro Asp Thr 

65 70 75 80 

Lys Gly Val Tyr Pro Asp Leu Leu Ala Thr Ser Gly Asp Tyr Leu Arg 

85 90 95 

Val Trp Arg Val Gly Glu Thr Glu Thr Arg Leu Glu Cys Leu Leu Asn 
100 105 110 

Asn Asn Lys Asn Ser Asp Phe Cys Ala Pro Leu Thr Ser Phe Asp Trp 
115 120 125 



Asn Glu Val Asp Pro Tyr Leu Leu 
50 130 135 



(2) IMFOFJ-L^TION FOR SEQ ID NO; 681: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(XI ) SEQUEH^JCE DESCRIPTION: SEQ ID NO: 681: 
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10 



25 



45 



50 



Pne A^p Trp Asn GLu Vai Asp Pro 'P^/r Leu Leu Gly Thr 3er Ser 

15 10 15 

lie .-^-p Thr Thr O/s Thr lie Trp Gly Leu Glu Thr Gly Gin V:\l Levi 

2 0 3 0 

Gly Arq Val Asm Leu Va 1 Ser CUy His Vdl Lys Thr Gin Leu lie Ala 

3S 40 4S 

His As:p Lys Glu Val lyr Asp L 1 Ala l^he ser Arq Ah-i Gly Gly Gly 

5 0 5^ 60 



Arg Asp Met Phe Ala Jer Val Gly Ala Asp Gly Ser Val Arg Met Phe 

15 CS 70 7S 80 

Asp Lc:u Arg His Leu Glu His Ser Thr lie lie Tyr Glu Asp Pro Gin 

8 5 90 95 

20 liis His L^ro Leu Leu .\rg Leu Gys Ti-p> Asn Lys Gin A5.:p Pro Aim 'J\r 

100 10 5 110 



Leu Ala Thr Met Ala Met Asr^ Gly Met Glu Val Val Tie Leu Asp Val 

115 120 125 

Arg Val Pro Ala His Leu Xaa Pro Gly Thx Thr lie 

130 135 140 



30 

(2) INFORMATION FC'R GEQ ID NO: 682: 

( : ) GEC'L^CE GHAI^.CTERI STIC3 : 

(A) LETJGTH: 17 0 ainino acids 
35 (B) TYPE: ammo acid 

( D ) TC POLOG'/ : lino ar 
(xi) GEQ'UE:>]GE DESCRIITIC'N : 2EQ ID NO : 58 2: 

Val Gly Ala Asp Gly Ser Val Arg Met Phe Asp Leu Ajrg His Leu Glu 
40 1 5 10 15 

His S-r Trir 11-- lie Tyr Gl\: Asp Pro Gin hiis His Pro Leu Leu Ara 



Leu (Oys Trp Asn Lys C-in ?^sp Pro Asn Tyr Leu Ala l^hr Met Ala Met 

3 5 4 0 15 

Asp Gly Met Glu Val Val He Leu Ar-p Val Arg Val Pro Ala His Leu 

50 55 50 

:\aa Pro Gly Thr Thr II- Oiv. His Val S'-r M^.'V Ala Leu Leu Gly Pr^^ 

6- 70 75 ^0 
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120 125 

Thr Cln Pro rUu Leu Ser Pro Ser Ala Thr Thr Thr Ala Trp Arg Tyr 
130 135 140 

5 

Scr Glu Cys Ser Val Gly Gly Ala Val Pro Thr Aorg Gin Gly Leu Leu 
145 ISO 155 160 

Tyr Phe Leu Pro Leu Pro His Pro Gin Ser 
10 165 170 



15 



20 



25 



30 



45 



^5 



60 



C2) IM?-OP>lATION FOR SEQ ID NO: 6B3 

(i) SEQUrJlCE GIiAPJ^.GTERI 3TIC3 : 

(A) LETJGTH; 28 6 amino acids 

(B) T'fPE: ammo acid 
(D) TOPC'LCGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 683: 

Leu Tyr Ala Thr Ala Thr Val lie Ser Ser Pro Ser Thr Glu Xaa Leu 
^5 10 15 

Ser Gin Asp Gin Gly Asp Arg Ala Ser Leu Asp Ala Ala A^p Ser Gly 

25 30 

Arg Gly Ser Tr-p Thr Ser Cy^s Ser Ser Gly Ser His Asp Asn lie Gin 
35 40 45 

Thr He Gin His Gin A.rg Ser Trp Glu Thr Leu Pro Phe Gly His Thr 

50 55 60 



His Phe Asp T^/r Ser Gly Asp Pro Ala Gly Leu Trp Ala Ser Ser Ser 
35 65 70 75 80 

His Met Asp Gin He Met Phe Ser Asp His Ser Thr Lys Tyr Asn Arg 
85 90 95 

40 Gin Asn Gin Ser Arg Glu Ser Leu Glu Gin Ala Gin Ser Arg Ala Ser 
100 105 110 



Trp Ala Ser Ser Thr Gly Tyr Trp Gly Glu Asp Ser Glu Gly Asp Thr 
115 120 125 

Gly Thr He Lys Arg Arg Gly Gly Lys Asp Val Ser He Glu Ala Glu 
130 135 140 



Ser Ser Ser Leu Thr Ser Val Thr Thr Glu Glu Thr Lys Pro Val Pro 

50 145 150 155 160 

Met Pro Ala His He Ala Val Ala Ser Ser Thr Thr Lys Gly Leu He 
165 170 175 



Ala Arg Lys Glu Gly Arg T^^tt .Arg Glu Pro Pro Pro Thr Pro Pro Gly 
180 185 190 

Tyr He Gly He Pro He Thr Asp Phe Pro Glu Gly His Ser His Pro 

195 200 205 
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A 1 \r g L. /> ' s I' TO Pro As p IN^r A c n \- a 1 Ala L e G i n Ar q 3 * j r j\r c t M ^2 r 
210 ni5 220 

Vai AJa Ar-7 Sor Ser Af.p Thir Ala r, ly Pro Ser Ser Val Gin Gin Pro 
5 225 230 235 240 

Hir= Glv Ills Pro Thr So.r Ser Arg Pro Val Acn Lys Pro Gin Trp His 
24S 2 50 2 55 

1(3 Lys Xaa Asn Giu Ger A£.p T'ro .Arq Lou Ala Pro 'Pyr Gin Ser Gin Gly 
2G0 265 270 

h'h^ G r 'V hr G 1 u G 1 u A^- p G 1 u As p G 1 u Gin Vai G r ■ A 1 a Val 

2 5 2 8 0 2 3 5 

\5 



(2) iriPGPllATIO.':: FGR SEQ id IJO: 6 34: 

20 t 1 ) G KC ■ LJHT' ] GH GliARACTE R I ST I C S : 

(A) LrTJGTH: 4 2 ammo acids 
(r) Ti'PE: amino acid 
(20 TCP2LOGY: linear 
txi) SEgLTEI^JGE DESCRIPTION: SEQ ID NO: 684: 

25 

His Asp Gin lis- M^:'t Phe Ser Asp His Ser Thr Lys 'Pyr Ajzn Arg 

1 5 10 15 

Gin A:;n l.G. n Ser .Ai-q Glu Ser Leu Glu Gin Ala Gin Ser Arg Ala Ser 
30 2 0 2 5 3 0 

T'rp A.:. a . ''-r r T:i.i Gi y '2y r Trp Gly Glu 
•5 40 

33 

(2) irTFCPl-lA'IGSG EO^R SEQ Il^i NO : 635: 

(1) Si-GGETJCE CHARACTERISTICS: 
40 (7a) LENGTH: 51 amino acids 

; E ) T/PE : amino ac id 
t L: ) TCi PC LC^Si : 1 1 n^- a r 
SEGGEMCE DESCRIPriOrJ : SEQ ID NO: bR5: 

4 5 Ser Vil llir Thr Gli: Glu "^hr Lys Pro Val Pro Met Pro Ala His lie 

Ala Val Ala Ser Ser Thr Tra: Lys Sly Leu He Ala Aj:g Lys Glu Gly 
20 25 30 



30 



Arg Vyi' Arg 'Glu I'ro Pro F'rs Thr :'r^ Pri ^.Vy 'iG'r lie Gl>' 
S 4 0 -^t 5 



o. 1 iSE'- FGV^TP. :J F 'l' SR.' II.) i: 
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Ve.: a:^ i.^u .-^5 --r Arg :-:e- Vai Ala Arg Ser Ser Asp T^ir Ala 

- 5 10 15 

10 Gly Pro Ser S-^r V-1 Glr: 3l-n ?tc His Gly His Pro Thr Ser .Ser Arg 
:.0 25 30 

P^ro '/'I:;! Ai:- Lys Glr. Trp His L\'s y^a .Asn Glu Ser Asp Pro Arg 

3 4 : 4 5 

15 



20 



9^ 



30 



50 



{ A. ) - H : 4 2 aT-L no a c i ds 

(B) — :^Z: a.-j.nc acid 
i'J) TCPCICG".^: linear 

S^ys S^M Leu Pr.e V-iil ?he '/al Ser Leu Gly Met Arg Cys Leu Phe Trp 
15 10 15 

Zr- ::e Veil Syr .-^n '/al leu Si-r Leu Lys His Lys Cys Asn Thx Val 
20 25 30 



40 (2) i:3^Cr:'i:^.TiS'ri scr s^i 



LD rJC: 583 : 



(i) SS.:L-H2:C^ Cr-:^J^ACTK?^STICS: 

{AJ LZMGSS-: : 67 ainino acids 
(3) 'Fi'PE; arrjino acid 
45 (D) TCPCICG-/: linear 

{y.l) SZCL^EIMCr: LZSCPSTPTICN : SEQ ID NO: 



Ala Cys Ser Lys Leu lie Pro A^a Phe Glu Met Val Met Arg Ala Lys 

15 10 15 

Asp A^n Val Ty-r His Leu Asp Cys Phe Ala Oys Gin Leu Cys A^n Gin 

20 25 30 



A^g :<aa O/s Val Gly A^p Lys Phe Phe Leu Lys A^n Asn Xaa Xaa Leu 
55 35 40 45 

Cys Gin Thr A_3p Tyr Glu Glu Gly Leu Met Lys Glu Gly Tyr Ala Pro 
50 55 60 

60 :<aa Val A_rg 
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r» (2) :r:FOFi'ATICN FCR GE;:? id NO: 639: 

; 1 ) EQUET JC E C?iAR.^CTER istics-. 

(A) LaJCTH; 4 5 amino acids 

(B) TYPE: ajnmo acid 
10 (D) TOPC'I.CCY: linear 

( X I ) S Iv:)UE.' JC'E U E 3' Z R I FT I <":>M : SKQ ID NO : 68 9; 

r A i .1 Leu S e r G I u F' i ' '.^ 1 Y A i a r o As f:> Ar c; Ax q Ar g P r o C y s F' r o 

1 5 IC 15 

15 

Glu Sc,'r Val Pro Arg Aj-'j Pro Asp Asp Glu Gin Tia3 Pro Pro Pro Thr 

2) 2S 30 

Ala P^M C^.'s Leu A.^,n V<i 1 Ala Pro Leu Pro Pro Ser Ger 
20 3S 40 4S 



(2) Tr:FCR>'^\TIOrJ for id NG: 6 90: 



25 



{ i ) 3 EQ •^TE.NC E C) I AF^ACTER 1 3T I C S : 

(A) LETsICrrH: 4 3 ammo acids 

(B) T"i'PE : amino acid 
(D) TOI"^jLC':4Y : linear 

30 (XI ) SEQUETJCE EESGRI PTI^^'N ; SEQ ID NO: 690: 

Pro Val Giy 'IVr -Leu Asp Lys Gin Vai Pro Asp- 'ihr Ser val Gin Glu 
1 5 10 15 



35 



40 



liir Asp Arg lie Leu Val Glu Lys Arg Gys Tr^: Asp He Ala Leu Gly 
20 25 30 

Pr-o L.--I Lys Gin lie Pr r-!et Aon Leu Phe li-^- 
3 5 4 0 



(.;) ILLGRM^TION FOR GE2 '-^ N0> : 69 1: 

45 1 ; GLC'-TaJGE 'AFAGTER I GTIGG : 

(A) LETJGTH: 214 ammo acids 

(B) T'/PL: ammo acid 
i D ) TOP^iLC'^Y : 1 1 near 

{ X 1 ) S E-;'U ETJC E P ES 2 R I PTI G: J : GEO ID I JG : 6 91: 

50 

Ala His Ala Ger Glu G-^r Gly Glu Aarg Trp Trp Ala Gys Gys 'Gly Vai 

: 1 - 
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Arg Gly Jer Gly Gin Gly A^-.p Ser Leu T^yr Pro Vai Gly T^yr Leu Add 
65 70 75 80 

5 

Lys Gin Vai P^-o Asp Thr Ser Val Gin Giu Thr Asp Arg lie Leu Vai 
85 90 9S 

Glu Lys Arg Cys Trp Asp lie Ala Leu Gly Pro Leu Lys Gin Tie Pro 
10 100 105 110 

Met Asn Le^.i lie Met T^ir Met Ala Gly Asn Thr lie Ser lie Phe 

lis 120 125 

15 Pro Thr Met Met Val Oys Met Met Ala Trp A^g Pro lie Gin Ala Leu 
i3(^ 135 140 

Met Ala lie Ser Ala Thr Phe Lys Met Leu Giu Ser Ser Ser Gin Lys 
145 150 15S 160 

Phe Leu Gin '~.ly Leu '/ai Tyr Leu lie ''_;ly Asn Leu Met 1 y Leu Ala 
16 5; 17 0 17 5 

Leu Ala Val T\'r Lys CVs Gin Ser Met Gly Leu Leu Pro Thr His Ala 
IBO 185 190 

Ser Asp Trp L.eu Ala Phe He Glu Pro Pro Giu Atq Met Giu Phe Ser 
195 2 00 2 05 



10 



25 



30 Gly Gly Gly Leu Leu Leu 
210 



35 (2) liJFOFl'lATICl-: FOR SEQ IE' NO: 6 92: 

( 1 ) S EQ LTK: JG E 2 HARACTE R I ST I GS : 

(A) LENGTH: 46 amrno acids 
(BO T\'PE: amino acid 
40 (D) TCP0LO3Y: linear 

(xi) SEQUElsiCE CESCRIPTION: SEQ ID NO: 692: 



45 



55 



60 



Ala Tinr Phe Lys Met Leu Glu Ser Ser Ser Gin Lys Phe Leu Gin Gly 

1 5 11) IS 

Leu Val T^nr Leu He Gly Asn Leu Met Gly Leu Ala Leu Ala Val Tyr 

20 25 30 



Lys Gys Gin Ser Met Gly Leu Leu Pro Tlir His Ala Ser Asp 
50 35 40 45 



(2) INFORMATION FOR SEQ ID NO: 69 3: 

(i) SEQUENGE CHARACTERISTIGS : 

(A) LENGTH: 43 amino acids 
{B) TYPE: ammo acid 
(D) TOPC^LCGY: linear 

(xi) SEQLTENGE CESCRIPTION: SEQ ID NO: 693: 
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Pro Vai Gi;,' 'I\'r Leu Asp L:/s Gin Val Pro A::p 'I^hr I'er Va 1 Gin Glu 

1 5 10 15 

Thr .\i:p .Arg II.- Leu Val Glu Lys Arg Cys Ti-p A:\p II o Ala Leu Gly 

2 0 2 S 3 0 

Prci Leu Lys Gin lie Pre- Met As^n Leu Phe He 

35 40 



(2) rriFC'RMATrON for SE2 ID NO': 6 94: 

■ 1 ) S EQ^JEb^C E C J^.ACTE F I ST I C S : 

(A) LH2-JGTH : 4S aiuino acids 

(B) Ti'PL : amino acid 
(D) TOPC'LCC/: linear 

■;xi) SECLl^JCE EESCRIPTIQN: SEQ ID NO: 6 94: 

Prci Thr Thr Ly;; Lcu Asp lie Met Glu Lys Lys Lys He Gin He 

15 10 15 

Aurg Phe Pro Ser Phe Tyr His Lys Leu Val Asp Ser Gly Ajrg iMet Arg 
20 25 30 

Ger Lys Arg Glu Thu- Arg Arg G, lu Asp Ser /^p Thr Lys His .-^^n Lg\i 
35 40 45 



(2) IMETJRMATION FOR SE-J ID MO: 6 95: 

(1) SEQrjEI^JCE CH.AR.ACTERIGTICS : 

(A) LETIGTH : 167 .ajnino acids 

(B) T\'PE: ammo acid 
(0) TCPC^LCG^/: linear 

SEGUETJCE CESCRIPTICN: GEQ ID NO: 695: 

I'hr Glu rUs II- He Ala Val Met: He Thr Glu Leu Arg Gly L\'s Asp 
1 5 10 15 

lie Leu G^r I\'r Leu Glu Lys Asri li-^ Ser Val Gin Met Thr li^e Ala 
20 25 30 

Val 0;ly Thr .\rg Met Pre Pro Lys Asn Phe Ser Arg Gly Ser Leu Val 
35 40 45 
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Leu ihr Thr Arg Thr Val Lys Lys Gly A3p Lys Glu Thr Asp Pro Asp 

100 105 110 

Phe Asp His Cys Ala Val Cys lie Glu Ser T^-r Lys Gla Asn Asp Val 

115 120 125 

Val Arg lie Lou Pro Cys Lys His Val Phe Uis Lys Ser Cys Val Asp 

130 I3S 140 

Pro Trp Leu Ser Glu His Cys Thr Cys Pro Met Cys Lys Leu .Asn lie 

145 150 155 160 



Leu Lys Ala Leu Gly lie Val 
165 



(2) IMFORMATKjN for 5EQ ID NO : 6 96: 

(i) SHQTJKIJCE CHARACTERISTICS: 

(A) LENGTH: 27 6 amino acids 

(3) T'/PF: amino acid 

( D ) TO POLOGY : 1 i near 
(xi) SEQCEiaCE DESCRIPTION: SEQ ID NO : 696: 

Met Thr His Pro Gly Thr Glu His lie lie Ala Val Met lie Thr Glu 
IS 10 15 

Leu Arg Gly Lys Asp He Leu Ser Tyr Leu Glu Lys Asn He Ser Val 
20 25 30 

Gin Met Thr He Ala Val Gly Thr Arg Met Pro Pro Lys Asn Phe Ser 
35 40 45 

Arg Gly Ser Leu Val Phe Val Ser He Ser Phe He Val Leu I-:et He 
50 55 60 

He Ser Ser Ala Trp Leu He Phe Tyr Phe He Gin Lys He Arg T^or 
65 70 75 80 

Thur Asn Ala Arg Asp Arg Asn Gin A^rrg Axg Leu Gly Asp Ala Ala Lys 
85 90 95 

Lys Ala He Ser Lys Leu Thr Thr Arg Thr Val Lys Lys Gly Asp Lys 
100 105 110 

Glu Thr Asp Pro Asp Phe Asp His Cys Ala Val Cys He Glu Ser Tyr 
115 120 125 

Lys Gin Asn Asp Val Val Arg He Leu Pro Cys Lys His Val Phe His 
130 135 140 

Lys Ser Cys Val Asp Pro Trp Leu Ser Glu His C^-s Th^ Cys Pro Met 
145 150 155 160 

Cys Lys Leu Asn He Leu Lys Ala Leu Gly He Val Pro Asn Leu Pro 
165 170 175 



Cy-s Thr Asp Asn Val Ala Phe Asp Met Glu Arg Leu Thr Arg Thr Gin 
180 185 190 
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A i ;i V ..i I A3 n A.r g A r g S r Ala Leu G 1 y Asp L --^^ -^i A i a G 1 y A s p A.3 r. S e r 

19b 200 20t. 

Lou Gly Leu Giu t'lo Lou Arg Thr Sor Gly He S-r Pro Lou Pro Gin 

GIG 215 220 

Asp Gly Glu Leu Thr Pro Arg Thr Gly Glu Tie Aon He Ala Val Thr 

2 25 230 2 3S 240 

Lys Glu Trp Phe He He Ala ;:or Phe Gly Lou L-u Ser Ala Leu Thr 

2^15 250 255 

Leu Gys T^/i Mot He He Arg Ala Thr Ala Ger Lou Asn Ala Aon Glu 

2 60 2 65 270 



Val Glu Trp Phe 



(2) IMI-^ORT-IATION FOR SEQ ID NO: 697; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 9 amino acicls 

(P) T^'PE: amino acid 

(D) TOPOLOGY: linear 
(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 697: 

Thr Glu His lie He Ala Val Met lie Thr C;lu Leu Aurg Gly Ly?; Asp 
15 10 15 

He Lou Sor Tyr Leu Glu Lys Acn II^^ Ser Val Gin Met Thr He Ala 
2 0 2 5 3 0 

Val Gly Tru- Arg Met Fro Pro l,ys Aon Phe Ser Ar:j Gly Ser Leu Val 
35 40 45 

Phe Val Ser He Ser Phe He Val Leu Met He lie Ser Ser Ala Try.) 
50 55 60 

L^?u 1 1 e Phe 'I^-r Phe 



ir^a-OKMATICN r'OR SEQ ID NO: 69fi: 

( O S EQUEi:C E CHARACTE R I ST I C S : 

(A) LETJGTH: 58 <^ino aoidi: 
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Gin Arg Arg Leu Gly A^p Ala Ala L;/s Lys Ala llct Ser Lys Leu Thr 

35 40 4S 

Thr Arg Thr Val Lys Lys Gly Asp Lys Glu 

5 50 55 



10 



2S 



35 



50 



(2) IMFOFl^ATICN FOF: SE2 ID NO: 69i 



( 1 ) SEQTJETJCE C^ABACTERISTICS : 

(A) LE13CTH: 6 6 ainino acids 

(B) T^/PE; amino aci-3 
(D) TOPOLCGY: linear 

15 (xi) SEQUEI-JCE I:ESCRIPTI0N: SEQ ID NO: 699: 

Val Lys Lys Gly Asp Lys Glu Thr A>-p Pro Asp Phe Asp His Cys Ala 
5 10 15 

20 Val Gys lie Glu Ser T\'r Lys 'Oln Asn Asp Val Val Arg lie L^^-u Pro 
20 2 5 30 

Cys Lys His Val Phe His Lys Ser C\'s Val Asp Pro Trp Leu Ser Glu 
35 40 45 



His Cys Thr Cys Pro Met Cys Lys Lou Asn He Leu Lys Ala Leu Gly 

50 55 60 



He Val 
30 65 



^) IMT-^ORMATIGN for SI:Q id : 70C : 



( I ) S EQL^-JC E C}iAFACTE R I ST I C S : 

(A) LETnIGTH:^ 10b amino acids 

(B) TYPE: amino acid 
(D) TOPOLCGY : linear 

40 txi} SEQUET^JCE DESCRIPTION: SEQ ID NO: 700: 

Met Thr His Pro Gly Thr Glu His He He Ala Val Met He Thr Glu 
15 10 15 

45 Leu Arg Gly Lys Asp He Leu Ser T^^tt Leu Glu Lys Asn He Ser Val 
20 25 30 

Gin Met Thr He Ala Val Gly Thr Arg Met Pro Pro Lys Asn Phe Ser 
35 40 45 



Arg Gly Ser Leu Val Phe Val Ser He Ser Pl-ie He Val Leu Met lit 

50 55 60 



He Ser Ser Ala Trp Leu He Phe T^^-r Phe He Gin Lys He Arg Tyr 

55 65 70 75 80 

Thr Asn Ala P^rg Asp Ar^ Asn Cln Arg Arg Leu Gly Asp Ala Ala Lys 

85 90 95 

60 Lys Ala He Ser Lys Leu Thr Thr Arg Thr 
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100 10b 



(1. ) IIJFCRMATION FOR SEQ ID NO; 701: 

(1 ) S EQ t JKT-JC E CHT-^PS^CTER I ST I C S : 

(A) LENGTH: 3 4 amino acidn 

(B) TYPE: amino acid 
(D) TOE^jLCCY: Imear 

(XI) r EQUEI KZE C ESC F: I PT 1 0^] : S EQ ID MO : '/ C) 1 : 

Ala Ala Lys Lys Ala lie Ser L\'s Lou Thr Thr .^jl'.i; Th.r Va i Lys Lys 
1 S 10 15 

Gly Ajsp Lys Glu Thr Asp Pro Asp Phe Asp H13 Cys Ala Va 1 Cys lie 
2 0 2 5 3 0 

Glu Ser Tyx Lys Gin Asn Asp Val Vai Arg lie Leu Pro Cys Lys His 
3 5 4 0 4 5 

Val Phe His Lys Ser Cys Val Asp Pro TriD Leu Ser Glu His Oys Thr 

50 55 60 

L>ys Pro Men iSys Lys Leu Asn lie Leu Lys Ala Leu Gly He Val Pro 
£ 3 7 ij 7 5 8 0 

.Asn Leu Pro <Sys 



(2) iriFGF^L^TION FOR SEQ ID NO: 7 02: 

11} S KQIJEIJCE C HAR^CTE R I ST IC 5 ; 

( A ) LENGTH : 8 6 ami no a c i chs 

(3) T^f PE : amino acid 

( D ) TO PCTC'G^' : linear 
(xi) SEC'UET^CE DESCRIPTION: SEQ ID NO: 702: 

Thr Gin Ala Val A^n Arg Ar--;; Ser Ala Leu Gly Asp Leu Ala Gly Asp 
1 5 10 15 ' 

Asn Ser Leu Gly Leu C;lu Pro Leu Ar<\j Thr Ser Gly IS- Ser F'ro Lt^u 

2 0 2 5 3 i.J 

Pro Gin A^p Gly Glu L,eu Thr Pro Arg Thr Gly Glu He Asn He Ala 
3 5 4 0 4 5 
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:p Pro Zir. T.^ir ^^r^ 
15 



.eu Gin Arg 

33 



15 



. i Ala ?r.e His Asn 



D J 'J 0 

20 

8 0 

-5 -5 5: 9 5 

■ "^-^ '~y Ar^ y-- Pro Lys Aisn Fhe 

IOC 105 110 

->0 S-er Ar7 3ly Ser Peu V- 1 ?he -.--1 Ser He Per ?r:e He Val Leu Met 

120 125 

-er --L-r A_.-i T-r^ 1 = '^ l_e ?he l\'r l_e 3 In Lys He Arg 



---5 ^--=P --—5 ^Ir. .^jrr .--^ 1-u Gly .-^p Ala Ala 

--^^ -^^ 1^5 160 

---^ i-^ Lys Leu Lr_r Thr A^r 1— Val L^ys Lys Gly Asp 

it: 175 

Lys 31 u Th^ Asp ;^^p ?he .-^p His Oys .-_a Val C^-s He Giu Ser 

is: 135 190 

H- Lys GLn As- Va. Val .Lrg He Leu Pro Cys Lys His Val Phe 

HC 205 

Sex Cys Val Asp Pro Lrp Leu Sex G,u Mis Cys Thr C^ys Pro 
210 215 220 

50 

i:eo Cys L>-3 Leu .-^n He Leu Lys Ala Leu Gly He Val Pro Asn Leu 
210 225 240 

^- - '2V^ T^-r Asp Asn L"al Ala ?ne Asp Mez Glu .-_rg Leu Thr Arg Thr 
245 252 255 

G^r_ Ala V^ Asr. Asrg J^-g Ser Ala Leu Gly ;--sp Leu Ala Gly Asp Asn 
252 265 270 



60 



^er Leu Gly Leu u-lu Leu Arg Thr 5err G:y He Ser Pro Leu Pro 
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275 280 

Gin A:.;p Giy Glu l.ou Thr Pro Ara Thr Gly Giu Ilo A.--n Tie Ala '.Gil 

2 90 2 95 :iOO 

5 

Thr Lys Glu Trp Fiie lie lie Ala Ser Phe :Uy L-:-u L-u S^-r Ala Leu 
30S 310 31^) 320 

Thr Leu Cys T\-'r Met lie lie Ai'^j Ai^i Thr Ala Ser Leu Asn Ala A:::: 
10 325 330 335 

Glu Vai Glu Trp Phe 
340 

15 

(2) irJFCRM:\TION FOR SEQ ID : 704: 

(1) SEQlSEliCK CHARACTERISTICS: 
20 (A) LENGTH: 6 0 eimino acids 

{ R) T/PF. : -:amino acid 

(D) TOPOLC-^Ti^ : linear 
( X 1 ) S E!2L^:CE DESC RI FT I ON : S EQ ID NG : 7 04: 

25 His Gly Val Ala Asp His Leu Gly Cys Asp Pro Gin Thr Azg Phe Phe 
IS 10 15 

Val Pro Pro Asn lie Lys Gin Trp lie Ala Leu Leu Gin Arg Gly iVsri 
20 2 5 3 0 



30 



40 



Cys Thr Phe Lys Giu Lys lie Ser /urg Ala Ala Phe liis Asn Ala Val 
3 5 AO 4 5 



Ala Vai Val He IV r Asn Asn Lys Ser Lys Glu Glu 
35 50 55 60 



(2) INFCPJ^IATION FOR SEQ ID NC : 7 05: 



( I ; S EQL^'J IC E CHAR-^CTER I ST I C S : 

( A ) L EN;c;T H : 3 1 4 .am i n o a c i ci: ^ 
( B ) T^x' P ; am i n ■::> a c i d 
( D ) TO FOLCX-Y : 1 1 near 
45 (Xi) SEQUI^^JGE DESCRirTiGN: SEQ ID NO: 705: 

Met Ser Gly Gin G 1 y Le u Ala C ,ly P h o V h e A ] a i"^ r Vri 1 A 1 a -A e t: i 1 t 
15 10 15 

50 Cys Ala He Ala S^-r Gly Ser Glu Leu Ser Giu S-^r Ala Phe Gly 'Py^ 



Gu ■an ^;lu 1-r 
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Glu Glu Pro Arg 



5 Ser Gin Pro Thr 

100 

lie Ser Val Lou 
115 

10 

Gly Met Phe Pro 
130 

Ser Ser Thr Trp 
15 145 

Phe Asn lie Phe 



20 Trp Pre Gly Lys 
IBO 

Leu Val Phe Val 
195 

25 

T^-r Leu Thr Val 
210 

Ala Ala Phe Ala 
30 225 

Phe Gly Pro L^'S 

35 Ser Trp Pro Ser 
260 

Pro Ser Cys Ser 
275 

40 

Pro Ala Ser Leu 
290 

Asp Pro Glu Trp 
45 305 



Ala Gly Lys Glu Glu Ser 

85 90 

Asn Glu Ser His Ser lie 

105 

Ala Phe Ser Val CVs Phe 
120 

Ala Val Thr Val !:^lu Val 
135 

Glu .Arg T^.tt Phe lie Pro 
150 

Asp T>p Leu Gly Arg Ser 
165 170 

Asp Ser Arg Trp Leu Pro 
185 

Pro Leu Leu Leu Leu Cys 

200 

Val Phe Glu iUs Asp Ala 
215 

Phe Ser Asn Gly Tyr Leu 
230 

Lys Val Lys Pro Ala Glu 
245 250 

Ser Cys Val Trp Val Trp 
265 

Gly Gin Leu Cys .^p Lys 

280 

Pro Val Cys Leu Leu Pro 
295 

Ser Gly Gly Phe Phe Phe 
310 



Gly Val Ser Val Ser Asn 

95 

Lys Ala iLe Leu L\^s Asn 
110 

lie Phe T>rr lie Thr lie 
125 

Lys Ser Ser lie Ala Gly 
140 

Val Ser Cys Phe Leu Th^ 
155 160 

Leu Thr Ala Val Phe Met 
175 

Ser Trp Xaa Leu Ala Arg 
190 

Asn rie L\'3 Pro Axg Arg 
2 05 

Trp Phe iJe Phe Phe Met 

220 

Ala Ser L€'U Cys Mot Cys 
235 240 

Ala Glu Thur Ala Glu Pro 
255 

His Trp Gly Leu Phe Ser 
270 

Gly Trp Thur Glu Gly Leu 
285 

Leu Pro Ser Ala Arg Gly 
300 



(2) INFORMATION FOR SEQ ID NO - 7 06- 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 106 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY : linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 706; 

Met Ser Gly Gin Gly Leu Ala Gly Phe Phe Ala Ser Val Ala Met lie 
15 10 15 



60 



Cys Ala lie Ala Ser Gly Ser Glu Leu Ser Glu Ser Ala Phe Gly Tyr 
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Phe lie TYir Ala Cys Ala Val lie 11- Leu Ttir lie l\^r I.rr^u 

3 b 4 0 

Gly Leu Pro Arg Leu u Fhe l\'r Arg Tyr T^^'r Gin Gin Leu Lyu L-.-u 
50 S5 60 

Glu Gly Pro Gly Glu C^ln Glu Thr Lys Leu Ar.p Leu lie Ser Ly3 G L/ 
65 7 3 7 5 9o 

Glu Glu Pro Arg AL^ CUy Lys <_;lu Glu Ser Gly VJil oer V^l Ger A::r. 

85 90 95 

oer Gin Pro 'Irir A::n i;lu Ser His Ser I L- 
100 105 



(2) irir'GPJ'lATIOrJ FLR .iEQ ID NO; 707: 

( i ) SLOLraJCE GMARACTLRISTICS : 

(A) LLI JGTH : 8 1 aiurno acids 

(H) TiPE: ainino acid 

{L) TC EX:'LOGY: linear 
(XI J SKr-J^lZE DEGCRIPTION: SEQ ID NO: 707: 

e r c; 1 y V a 1 S r V'a 1 ." ; e r Ai^ n Ser Gin Pro T hr As n Glu Ser p: i s Ser 
1 5 10 I ^ 

lie Ly:^ Ala He L-:'U Lys Am lie Ser Val Le\i Ala Phe Ser Va 1 Gv3 



Phe He Phe TP.i- He i^hLr He Gly MoT- Phe Pro Ala Val Thr Val Giu 

3 5 4 0 4 ■3 

Val Lys Ser Per i 1- A I Giy Ger Ser Thr Trp Clu Arq Tyr Phe He 

50 55 60 

Pro Val Ser G^'s I'n^ L.eu Thr Phe Asn He Phe Asp TriJ L-^-u Gly Ara 

G 5 7 0 3^ 5 « 0 



(2) IirPOR:'IATION FOR SEQ ID UO : 7 08: 
( 1 ) S EQl. .rnri GE ■ J H.^T'AG T EK I GT I G S 
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Leu Thr Phe Asn He Phe Asp Trp Leu Gly Arg Ser Leu Thr Aia Va 1 
35 40 4S 

5 Phe Mer Trp Pro Gly Lys Asp Ser .Arg Trp Leu Pro Ser Trp Xaa Leu 
^0 55 60 

Ala Arg Leu Val Phe Val Pro Leu Leu Leu Leu Cys Asn He Lvs P>-o 

10 ""° ' 

Arg Arg T>'r Leu Thr Val Val Fhe Glu His Asp Ala 

8 5 90 



20 



30 



35 



(2) iriFORI-lATION FOR SEQ ID NO: 7 09: 

(i) SEQUENCE CHAPA.CTEFI3TICS : 

(A) LENGTH; 74 ammo acids 
(S) ITPK: ammo acid 
{ D ) TCPOLOGY : 1 i near 

{XI ) SEQUENCE DESCRIPTION: SEQ ID NO: 709: 



Phe Gly Pro Lys Lys Val Lys Pro Ala Glu Ala Glu Thr Ala Glu Pro 
25 1 5 10 IS 



Ser Trp Pro Ser Ser 'Sys Val Trp Val Trp His Trp Gly Leu Phe Ser 
20 25 30 

Pro Ser Cys Ser Gly Gin Leu Cys Asp Lys Gly Trp Thir Glu Gly Leu 
35 40 45 

Pro Ala Ser iLeu Pro Val Cys Leu Leu Pro Leu Pro Ser Ala Ajtq Glv 
^0 55 60 

Asp Pro Glu Trp Ser Gly Gly Pne Phe Phe 
65 70 - 



45 



40 

C2) INFORMATION FOR SEQ ID NO: 710: 

(i) SEQUET^CE CHAFACTEJ^rSTICS : 

(A) LENGTH: 13 5 amino acids 

(B) TYPE: ammo acid 
(D) TOPOLOGY: linear 

(xi) SEQUE^JCE DESCRIPTION: SEQ ID NO : 710: 

Asp ,Asp Asp Gly Phe Glu He Val Pro He Glu Asp Pro Ala Lys His 
15 10 15 

Arg He Leu Asp Pro Glu Gly Leu Ala Leu Gly Ala Val He Ala Ser 
20 25 30 



55 



60 



Ser Lys Lys Ala Lys Arg Asp Leu He Asp Asn Ser Phe A^n Arg Tyr 
35 40 45 

Thir Phe Asn Glu Asp Glu Gly Glu Leu Pro Glu Trp Phe Val Gin Glu 

^^0 55 60 
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CMu Lys Gin His Arcf lie Ai q Gin L.eu Pro Vai 



Glu Hi3 T\'r ArrT L\-:^ Ar^r; 'I'it' Ara Glu lie Asn Ala A:; g rr" T I- Xaa 

8 5 ^0 9S 

M a a 'A ci a X a a X.<a a >1 a a X a a >; a a X . i a X a a X a a a a X a a > ' -i c i X ^ t :.i X .-.i t >; :i . i 

10 0 10 1 1 0 

Leu CUu Gin Thr .\rg Lvg Lys Ala Glu Ala Val Va 1 Ar.n Thr V.il Asp 

lis 120 IIX- 



lie Xaa Arq Tlir Arq Glu St 
1 J> 0 1 3 



{2) ^^■^OPMATT^^l vnp ^":r.o "^n no- '711 - 

{ 1 ) CEQ'UEI^JGE G!-L^AGTER T STIGS ; 

(A) LHrOGT>^: 5 0 amino acids 

{}:■) T^iPK : ammo acid 

{ L') T0P0LCX:;Y : l inear 
( X 1 ) S EQUEr^JG K DE 3G R I PTI GN : SEQ ID r JO : 711: 

Asp Asp Asp Gly Phe Glu lie Val Pro lie Glu Asp l*ro Ala X^^-s His 
1 5 10 15 

Arg lie Leu Asn Pro Glu Gly Lou Ala Leu Gly Ala Val lie Ala Ser 
2 0 2 5 3 0 

5Jer Lys Lys Ala Lys Arg Asp^ L01.1 lie Asp Asn Ger Phe Asu Arq IV r 
3 5 4 0 -15 

Thr Phe 

50 



(2) IMFCRMATrorJ PGR ;3EQ ID NO: 712: 

:i) SEvUETJGE GH^vPGiGTER I GTIGS : 

( A ) L E^:(2G' H : " I or?. 1 n c j a c 1 ci s 

( ) TYPE : .ii"ino acia 

(r) TGPGLO..;V. linear 
(XI ) SEOin^NGE DEXGPIPTION: SRQ ID TJO : V12: 

l.y3 Arq Trp Arq Glu lie Asn Ala Arq Pro lie Xaa Xaa Xaa Xaa Xaa 
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(2) IMFOFJ-IATION F'}R SEQ ID NO: 713: 

(1) SEQUENCE CHAPACTERISTICS : 

(A) LE>JGTPi: 216 ar?.ino acids 

(B) T\^PE: a.Tiino acid 
{ D ) TOFOL'::GY : 1 inear 

(XI) SEQUEI^CE DESCRIPTION: SEQ ID NO: 713: 

Met tie Lys A::;p Lys Gly ;urg Ala Arg Thr Ala Leu Thr 5>-r Ser Gin 
1 5 10 15 

r'ro Ala li^LS Leu Cys Pro Glu Asn Pro Leu Leu His Leu Lys Ala Ala 
20 25 30 

Val Lys Clu Lys L/s Arg Ai',n Lys Lys Lys Lys Tl^ir lie C^ly S'.:r Pro 

40 15 

Lys Ajrg lie Gin S-^r Pro Leu Asn Asn Lys Leu Leu Asn Ser Pro Ala 
50 55 60 

Lys Thr L-u Pro G Ly AL^ O'ys Gly Ser Pro Gin Lys Leu He Asp Glv 

-^0 75 ^ 80 

Phe L-r-u Lys H.. s Glu Gly Pro Pro Ala Glu Lys Pro Leu GIu Glu Leu 
^■5 90 9 5 

Ser AL- S-r Thr S-r Gly Val Pro Gly Leu Ser Ser Leu C;ln Ser Asp 

10 5 110 

Pro Ala G.y Cy:; V<il .Arg Pro Pro Ala Pro Asn Leu Ala Gly Ala Val 

120 125 

Glu Phe Asn Asp V.ii Lys Thr Leu Leu i\xg Glu Tr^> He l^hr TYir He 
130 135 140 

Ser Asp Pro Met Glu Glu Asp He Leu Gin Val Val Lys 'H'r Cys Thr 
145 150 ^ 155 ^ 160 

A£;p Leu He Glu Glu Lys As-p Leu Glu Lys Leu Asp Leu Val He Lys 
165 170 175 

Tyx Met: L\'s Ai'g Leu Met Gin Gin Ser Val Glu Ser Val Trp Asn Met 
180 185 190 

Ala Phe Asp Phe He Leu Asp Asn Val Gin Val Val Leu Gin Gin Thr 
1^-5 200 205 

l^a: Gly Ser Thr Leu Lys Val Thr 
210 215 



(2) IMF0PJ4ATION FOR SEQ ID NO: 714: 

(i) SEQL^CE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 

(B) TYPE: araino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 714: 



B54!j63A2_I 
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Keu 11^- Lys Ai^p Gly Arj Ala Arg I'hr Aia Lou ^I'hr ^:-z-r 

1 10 IS 

5 Pro Ala H 13 Leu Cys Pro C;lu Aim Lro Leu Leu Hls L- -u Ly-; Al:i A L^ 

2 0 2S 

Vui L\^3 Glu Ly:j Lys Arg A^ri Lys Lys Lys L'ys Thr lie Liy /-er Lro 

3 5 40 4S 



10 



15 



35 



45 



Lys Arg lie Gin 



(2) irTFORT'L^TT'' 'N FV'K SEQ ID NO; 7 IS 



( 1 ) S EQUf 2JC E C RAR^^CTE P. I GT I C 2^ : 

(A) LEI^IGTH: 100 ammo acids 
20 (E) T"/PE: .immo acid 

(C ) TCPCiLO<T/ : i. mear 
(XI) 3ZQUl^:]CE DESCRin^IOr-L 3EQ ID NO: 71^: 

Lys .Ar^ lie Gin Ser Pro Leu A.sn Asn Lys Leu Leu /\sn Ser Pro Ala 
25 1 S IC 15 

hys Thr Leu Pre; Gly Ala Cys Gly Ser Pro Gin Lys Leu 11- Acp Gly 
2C 25 30 

30 Phe L.eu Lys liis Glu Gly l^ro Fro Ala Glu Lys Pro Leu Gl\i Glu Leu 
3 5 4 4 5 

Ser Ala i^er Thr Ser Gly Val I-'r^j Gly Lou Ser Ser Leu Gin Ser Asp 

50 55 60 



Pro Ala G 1 y C ' y s 'Jci I Ar g 1"' r o E ■ r j Ala 1' r o A.s n Leu Ala G I y A 1 a Va 1 

6 5 7 0 7 5 HO 



0;lu Fh- A^n A:;p Val L'/s Thr I.e\i Leu Arg Glu Trp lie Tnr T:ir II ^ 
40 8 5 90 9 5 



1 00 



O irT'OKMATTOL] rT^K SEQ ID TJC 



( I ) G EQLTE^JGE GRAR\GTER I ST I G S : 
50 (A) LEMGTH: 7 4 a.Tano aci:ls 

{3) T'/PE; a.Tuno acid 
(L^ TGPOL,C<0V: linear 



AO 
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10 



35 



40 



45 



71f) 



lie Lye Tyr Met Lys Arg Leu Met Gin Gin Ser Va 1 Glu .---r V.il Trp 
3 5 4 0 'IB 

A£;n Met Ala Phe Asp Phe lie Leu Asp Asn Val Gin Val Val Leu Gin 

50 5S 60 

Gin Thr T^/r Gly Ser Thz Leu Lys Val Thr 
65 70 



(2) irJFOPl-IATi:-n for SEQ id NO: 7 17: 



1 ; s E- :^TjEr ice c ?l?^j?j\cte r i st i c s i 

15 (A> LEMGTH: 18 ammo acids 

(pi T'iPE: amino acid 
( L"! ) TC P<: L03Y : 1 1 near 
[XI) SEQUET'JCE D£3CRIPTIC\^J: SEQ ID UO : 717: 

20 Phe Cys His Asp ys [.yi- Phe Pro Glu A. I a Ser Pro Ala Met Asn Cys 
1 5 10 IS 

Glu Pro 

25 



(2) irJFOPJ-lATI'^N FOR ID NC-. 7 IS: 

30 ■;!) SE^HJETICE CIIAJ^CTERI£"TICS : 

(Ai LENGTH: 18 amino acids 
( B 1 -Tf P E. : .^.m 1 no a<r i d 
(D) TOPOl^OT/ : linear 
(XI ) SEQUETJCE DESCRIPTIGN: SEQ ID NO: 718: 



Phe Cys His Asp 'l^ys L^^s Phe P^ro Glu Ala Ser Pro Ala Met Asn Cys 
15 10 15 

Glu Pro 



(2) IMFORMATICN FOR SEQ ID NO: 719: 



(i) SEQUETJCE CHARACTERISTICS: 

(A) LE^^IGTH: 27 amino acids 

(B) T'lfPE; .amino acid 
(D) T0PC'LO3Y: linear 

50 (xi) SEQUETJCE DESCRIPTION: SEQ ID NO: 719: 

Pro Gin Pro Ser Asn Phe Pro Tho: Thr Val Arg Asn Leu Pro Tyr Ser 
15 10 15 

55 Gly Ala Gly Ala Gin Pro Pro Pro Ser Asn Cys 
20 25 



60 (2) INFORI^TI':'N FOR SEQ ID NO: 720: 



BNSDOCID <WO 



9854Q63A2 I > 
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71 ! 



10 



25 



35 



50 



( 1 ) ce:^uh:i:ce cfiaractlristic:. : 

(A) LHZsiGTH : 1 ^ 4 .i:-ir:o ido 
( B ) Tx' PE : am l r": o a c i ci 
( I :> ) TO V'<.j L>OG\' : ] i_ r-. ear 
(XI) r^EvUETJCE DEGCRTPTI.N: JEO ID NO: 7^0. 

Met Ala Eer Ser Val Pr j Ala Ciy Gly His I'hr Aj a Ala Ely r^iy He 
1 5 IC E- 

i-'he Eeu lie Gly Eys Eoa Ar;p a Glu Ala Ei-r Lea Pho Eya E-. -r Pru^ 

JO .E^ 



G 1 n Trp Eeu Pro Phe ^'a 1 Leu Ara Lya Lys Eys Asn Phe ias- E/a Erp 

15 \s .P' -IS ' ' 

Ar; p i't2r Ser Ala Mi r> E e r Eeu P r : :■ Le u His t' r o Leu Ear A 1 a E r ' 7 y s 

55 60 

20 Ser Ala Pro A Ei Cys rlis Ala Per- Ai:p Thr His Leu Eeu Ey-* P^-- 

65 70 75 80 

Thr Arg Ala Leu Cys Pro Ser He Phe Ala Tirp Leu Val Ala Pro His 

35 90 95 



5er Val Phe Arrj Thr Aan Ala Pre- Gly Pro Thr Pro Per Per Gin Ser 
100 105 110 



Ser Pro Val Pne Prc» Val Phe t>ro Val Ser Phe Met Ala L^-u He Val 

30 115 120 125 

E\'3 Xaa Leu '/a 1 Cys Cys 
130 



{2) IMP'ORt-lATIOn FOE EEQ ID rEE '721: 



( 1 } S EQ ' JFl JC E Cfi7^\CT E R I ; TV I G .S : 
40 (A) EEI^JGTH: 71 a:nino acids 

(E) TYPE: ammo :icid 
{ L 0 ' VC> Pi JLaSPf ; linear 

(xi) 3e:;'Ue::ce eesoriptihj: se^ id rjo: '^21 : 

45 Met Ala E^-r Ser Val Pi.) Ala Cly G E/ His Ihr Ar:j Ala G.y Gl\^ He 
1 5 1^:^ H. 

Ph. e Eeu lie Gly l>y 3 L e u Asp Eeu G 1 u A 1 a S e r E e 'a P h. e E\/ 3 Ser P h. e 
20 25 30 



In 7E"p E^u Pro Phe Val Eeu Ara Lys E'/s ("ys Asn The Ptv 
3 5 40 45 
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(2) irJFORMATTON Fr^R ZEQ lu MO: 722: 

ii) c EC -UE^J : E CH^-J^j^c TE R I ST I ■ :: S : 

2> (A) LETJCjTIi; 46 ammo acids 

( B ) ITiPK: riiTiina ac :l d 
(D) TC-PC^LO- -V : linear 
( >; i ) S E- ^UET^ICE EE SC R I I>'r I « : S EQ ID NO : 7 2 2: 

10 Phe Ala Trp Leu V il Ala Pro fii:: Ser Val Pht..^ Arg Thr A:;n Ala Pro 
IS 10 15 



15 



Gly Pro Thr Pro 5--r Set Gin Ser S-^r Pro Val Phe Pro Val Phe Pro 



Val Ser Phe M^.x: A. a E^?u lie Vai Cyy> Xaa Leu Val O/s Cy:^ 
3 5 4 4 5 



20 



40 



45 



55 



( 2 ) r r.T-^CiPl^AT I C t J F- OR ^EO TO NO : 7 23 



' 1 ) S : JEN :E CI i;vR>\CTER I ST lO S : 

(A) LETIGTH: 13 4 .imino acids 
2^ (E) T\'PE: ammo acid 

(EO TOPCLOSY: linear 
V X i ) S E QUENC E DESC R I ?T I ' JN : S EQ ID ^]0 : 72 3: 

Met ALci Ser Ser V ii d Ala Gly G^y His Thr Arg Ala Gly Gly lie 
30 1 5 10 15 

Phe Leu lie Gly L/s l.ea Asp Le-j Glu Ala Ser Leu Phe Lys Ser Phe 
2'-) 2 5 3 0 

35 Gin Trp Leu Pro Phe Val Leu Arg Lys Lys Cys A3n Phe Phe Cys Trp 
3 5 4-: 45 

Asp Ser Ser Ala H^s Ser Leu Pr^> Leu Uis Pro Leu Ser Ala Ser Cys 
50 55 GO 

Ser Ala Pro Ala <2ys His Ala Ser ,Asp Thr His Leu Leu Tyr Pro Ser 
65 7 0 7 5 8 0 

Thar Arg Ala Leu Cys PrD Ser lie Phe Ala Trp Leu Val Ala Pro His 

35 90 95 

Ser Val Phe Arg Thr .\sn Ala Pr<o Gly Pro Thr Pro Ser Ser Gin Ser 
100 105 110 

50 Ser Pro Val Phe Pro '/a 1 Phe Pro Val Ser Phe Met Ala Leu lie Val 
115 120 125 



Cy^s Xaa Leu Vai Cys Cys 
130 



(2) irJFOR>LATICr>I EOR SEO ID NO: 724: 
60 (i) SEQUET^CE CH.AKACTERISTI'2S : 



BNSDCX^iD <WO 9e5496?A2 
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10 



7 13 



(A) LETJGTH ; ^.UT^mo a critic 
( P ) T^i PK : arm no ac i d 

(XI) 3Er:\j£i:cE l;e::criptio:j; ::e? id :jo: 7:^1: 

M-t Ala Mot Glu Gly T\'r Tip Ara Pr:-:. L-u Ala L.ru I.eu vUy Ala 

1 =3 10 

Lou Leu Val Gly Pht' Leu S-r Val I io Phe Ala Leu Val Tip Va 1 Le:.: 

20 2^ 30 

Hi:; TVr Arg C;lu Gly Leu Gl.y T::p A::p Gly Ser Ala Lou Glu i-li- A:-;:! 

3b 40 45 

13 Trp }ns Pro 1 Leu Mot OLi i Thr Gly Phr^ Val Pho lie Gin Gi"/ Ilo 

50 5S hO 

Ala lie Tie V^a 1 Tyr Arg L^-: Pro Trp' Thr 1'rp Lys Cys Gor L\-- Lou 

L -^u r-lG t Ly s G r lie .Mis A 1 .-i G 1 y Leu A s n Ala Va I A 1 a A la lie L eu 

8 5 90 9 5 

Ala lie lie £:er VaJ V.il A La Val Phe Glu Asn liis Asn Val Aun Asn 

25 100 105 110 

lie Ala Asn Met l^a: G-r Leu }iis Ger Tz-f) Val Gly Leu He Ala Val 

115 120 12 5 

30 Ilo Cys IGt^ Leu Leu Gin Lou Leu Lor Gly Phe Ser Val Phe Leu Leu 

130 135 140 

Pre Trp Ala I'ro Leu Ser Lou Arg Ala Ph.e Leu Met Pro Tie }-lis Val 

145 150 155 150 

TGur Ser Gly He Val He Phe Gly Thr Val He Ala Thr Ala L^u Met 

165 170 175 



20 



35 



Gly Leu Thr Glu Lys Leu He Phe Ser Leu Arg Asp Pro Ala TNtt Ger 

^0 IRO 135 190 

^rhr Pho Pro Pro Glu Gly Mil Phe "/al Asn l^hr Lou Gly Hu Lou II- 

195 200 205 

45 Lou VaL Phe Gly Ala Lou Ho Ps- Tip H-- Val Thr Arg Pru GM: Trp 

210 ^ 1 J 2 2 0 



50 



Lys .Arg Pro Lys Glu Pro Asn Ser I'hr Ho Lou P. is Pro /Ann Gly Gl\ 

225 230 235 24? 

Thr Glu Gin C.;iy Ala Arg Oly Gor M^^- Pr Ala T^'r Ger Gly Asn Asr 

24 5 250 255 
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(2) rriFOP>IATI0N FOR SEQ ID MO: 72S : 

( I ) SEQUETJOE CR^PACTERTSTICS : 
^ (A) LETJGTH: 43 amino acids 

( 3 ) TYPE : ammo ac id 

(D) TOPOLOGY: linear 
(XI) SEQUETaCE DESCRIF^ION: SEQ ID NO: 725: 

10 Pro Gly Arg Ala Gly Pro Ser Pro Gly Leu Ser Leu Gin Leu Pro Ala 
15 10 IS 



15 



40 



45 



55 



60 



<..lu Pro Gly His Pro Ala Gly Asn Leu Ala Pro Lou Thi" Ser Ajcg Pro 

20 2S 30 

c;ln Pro Leu Cys /vr^^ lie Pro Ala Val Pro Gly 
35 40 



20 

(2) IMFGF>l^iTIC'M FC'R SEQ ID NO: 726: 

{ 1 ) SEQUET^JCE GHAJ^ACTERISTIGG : 

(A) LENGTH: 424 amino e^cids 
25 (B) TYPE: ammo acid 

(D) TOPOLCGY: linear 
(XI) SEQUENGE DESCRIPTION: SEQ ID NO: 726: 

Met Ly3 Leu Leu Gly Glu Gys Ser Ser Ser lie Asp Ser Val Lys Arg 
30 15 10 15 

Leu Glu Ills Lys Leu Lys Glu Glu Glu Glu Ser Leu Pro Gly Phe Val 

2 0 2 5 3 0 

35 Asn Leu His Ser Thr Glu Thrr Gin TKr Ala Gly Val lie Asp Ajrg Trp 
35 40 45 

Glu Leu Leu Gin Ala Gin Ala Leu Ser Lys Glu Leu Arg Met Lys Gin 
50 55 60 

Asn Leu Gin Lys Trp Gin Gin Phe Asn Ser Asp Leu Asn Ser lie Trp 
65 70 75 80 

Ala Trp Leu Gly Asp Thr Glu Glu Glu Leu Glu Gin Leu Gin Arg Leu 
85 90 95 

Glu Leu Ser Thr Asp lie Gin Thr lie Glu Leu Gin He Lys Lys Leu 
100 105 110 

50 Lys Glu Leu Gin Lys Ala Val Asp His Arg Lys Ala He He Leu Ser 
115 120 125 



He Asn Leu O^ys Ser Pro Glu Phe Thr Gin Ala Asp Ser Lys Glu Ser 

130 135 140 

Arg Asp Leu Gin Asp Arg Leu Xaa Gin Met Asn Gly Arg Trp Asp Arg 
^-^5 150 155 

Val Cys Ser Leu Leu Glu Glu Trp Arg Gly Leu Leu Gin Asp Ala Leu 

165 170 175 



BNSD'OC:iO <WO 985496 3A2 ' - 
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715 



Met Gin Cys Gin Gly Phe His Glu Met Ser Hir, Gly Leu Leu Leu Met 
IBO 185 190 

5 Leu Glu Asn lie Asp Arg Arg Lys Asn Glu lie Val Pro He Asp Ser 
195 200 20S 

Asn Leu Asp Ala Glu He Leu Gin Asp His His Lys Gin Leu Met Gin 
210 215 220 

He Lys His Glu Leu Leu Glu Ser Gin Leu Arg Val Ala Ser Leu Gin 
22S 230 235 240 

Asp Met Ser Cys Gin Leu Leu Val Asn Ala Glu Gly Thr Asp Cys Leu 
245 250 255 

Glu Ala Lys Glu Lys Val His Val He Gly Asn Ary Leu Lys Leu Leu 
260 265 270 



20 



Leu Lys Glu Val Ser Arg His He Lys Glu Leu Glu Lys Leu Leu Asp 
275 280 285 



Val Ser Ser Ser Gin Gin Asp Leu Ser Ser Trp Ser Ser Ala Asp Glu 
290 29S 300 

Leu Asp Thr Ser Gly Ser Val Ser Pro Xaa Ser Gly Arg Ser Thr Pro 
310 315 320 

Asn Arg Gin Lys Thr Pro Arg Gly Lys Cys Ser Leu Ser Gin Pro Gly 
325 330 335 

Pro Ser Val Ser Ser Pro His Ser Arg Ser Thr Lys Gly Gly Ser Asp 
340 345 

35 Ser Ser Leu Ser Glu Pro Xaa Pro Gly Arg Ser Gly Arg Gly Phe Leu 
355 360 365 

Phe Arg Val Leu Arg Ala Ala Leu Pro Leu Gin Leu Leu Leu Leu Leu 
370 375 380 

40 

Leu He Gly Leu Ala Cys Leu Val Pro Met Ser Glu Glu AsD Tyr Ser 
390 395 ~ 400 



45 



Cys Ala Leu Ser Asn Asn Phe Ala Arg Ser Phe His Pro He 



t Leu Arg 



405 410 41S 



T^TT Thr Asn Gly Pro Pro Pro Leu 
420 

50 

(2) INFORMATION FOR SEQ ID NO: 727: 

(i) SEQUENCE aiARACTERISTICS : 

<A) LENGTH: 110 amino rici(\r. 



(A) 



716 



IS 10 IS 

Leu Glu His Lys Leu Lys Glu Glu Glu Glu Ser Leu Pro Gly Phe Val 
20 25 ' 30 

Asn Leu His Ser Thr Glu Thr Gin Thr Ala Gly Val lie Asp Arg Trp 
35 40 45 

Giu Leu Leu Gin Ala Gin Ala Leu Ser Lys Glu Leu Arg Met Lys Gin 
50 55 60 

Asn Leu Gin Lys Trp Gin Gin Phe Asn Ser Asp Leu Asn Ser lie Trp 
65 70 75 80 

Ala Trp Leu Gly Asp Thr Glu Glu Glu Leu Glu Gin Leu Gin Arg Leu 
85 90 95 

Glu Leu Ser Thr Asp lie Gin Thr He Glu Leu Gin He Lys 
100 105 110 



(2) INFORMATION FOR SEQ ID NO: 728: 

ix) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 6 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(XI ) SEQUENCE DESCRIPTION: SEQ ID NO: 72 B: 

Lys Leu Lys Glu Leu Gin Lys Ala Val Asp His Arg Lys Ala He He 
15 10 15 

Leu Ser He Asn Leu Cys Ser Pro Glu Phe Thr Gin Ala Asp Ser Lys 
20 25 30 

Glu Ser Arg Asp Leu Gin Asp Arg Leu Xaa Gin Met Asn Gly Arg Trp 
35 ~ 40 45 

Asp Arg Val Cys Ser Leu Leu Glu Glu Trp Arg Gly Leu Leu Gin Asp 
50 55 60 

Ala Leu Met Gin Cys Gin Gly Phe His Glu Met Ser His Gly Leu Leu 
65 70 75 80 

Leu Met Leu Glu Asn He Asp Arg Arg Lys Asn Glu He Val Pro He 
85 - 90 95 

Asp Ser Asn Leu Asp Ala Glu He Leu Gin Asp His His Lys Gin Leu 
100 lOS 110 

Met Gin He Lys His Glu Leu Leu Glu Ser Gin Leu Arg Val Ala Ser 
115 120 125 

Leu Gin Asp Met Ser Cys Gin Leu 
130 135 



(2) INFORMATION FOR SEQ ID NO: 729: 
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10 



25 



717 



(.1) Sr-nr^TEIlCH: aiAKACTEKISTICS : 

(A) LETJGTH: amino ncizis 

(H) TiTE; amino acid 

i'S-) TCJ^LCOY: Imear 
(xi) OEQIJKI'ICE DESCRIFI^ION : :^Ej TD ^JtJ : ^2 9; 

c;ln Asp MfL S-^r Cys Gin Leu L.t^u Vai Ai;n Ala niu Gly Thr Asp^ Cys 
I 5 10 15 

Leu Glu Ala Lys Glu I ys Val His Vai lie Gly Ar,n Aro L-ni Ly:; Leu 
2 0 2 5 3 0 



Leu L^^'U Lys Glu Val oer Arq His lie Ly" Glu L^^'U Glu Lys L-ni Leu 

15 3 5 4 0 4 5 

Ar^.p Val :Jer Sr.-r Ser <;Gn 'Gin A:--p Leu Ser Ser Trp Ser Ser Ala Asp 

5 0 5 5 6 0 



20 -^lu L-u Asp Till. Ger C^iy Ger Val Ger Pro Xaa Ser Gly /erg 



65 70 75 RO 

Pro Asn Aarg Gin Lys Thr Pro Arq Gly Lys Gys Ser Leu Ser Gin Pro 
85 90 95 

Gly Pro Ser Val Ser Sec Pro His Ser 
100 105 



30 



50 



(2) INT-'ORMATION I- OR SEQ ID NO : 7 30: 



( 1 ) SEQTJENCE C}17^.-\CTERISTIGS : 

{A} Ll'JJGTH : 7 3 amino acicls 
35 (F3) Ti'PE: ammo acid 

( D ) TO PC»LCGY : 1 1 near 
(XL) SEC)UE2JGE LESIRIPTION: SEQ ID NO : 730; 

Asp Ser Ser Leu Ser Glu Pro Xaa Pro Gly Arg Ser Gly Arq Gly Phe 
40 1 5 10 15 

h 'L> u P' h f .\z q \' a L Leu /\ r c:3 Ala Ala L i P r o Leu C In L o u L -i' u L ^^' u Levi 
2 2 5 J 0 

45 L-u l,.:^u lie Glv Leu Ala 2;y3 Lew Val Pre M'-L Ser Glu Glu Aj>p 'IS- 



Ser Gys Ala Leu Ser Asn .Vsn Phe Ala Arq Ser Phe His Pro Met Levi 

50 55 60 

.\z-j Vyr Thr Ar^n Gly Pro Pro Pro Leu 

65 7 0 



■ : 1.; 



60 
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(P) TDPOLXX^Y: linear 
( X : ^ S EQ'UEMCE D E SC R I PTI ON : S EQ ZD UO : 7 31: 

Met Lys Leu Leu He Cys -^ly Asn Tyr Leu Alc-i Pro Ser Hir^ Ser Glu 
3 1 5 10 15 

Ser Ser Arq .^jrg Cys Cys Leu Leu Cys Phe Tyr Pro Leu Cys Leu Glu 
20 25 30 

10 lie Asn Phe Gly Met Lys Val Phe Leu Ser Met Pro Phe Leu Val Leu 
3 5 40 4S 

Phe Gin Ser Leu He Gin C-lu A£:p 
SO 55 

15 



{?.) ILTCP^lATION FOR SEQ ID NO: 7 32: 

(i) SE^UKT-jCE CHAR.ACTERISTICS : 

(A) LI3^JGTH : 27 1 amino acids 

(B) T/PE: amine acid 
( D ) TOPOLCGY : 1 i nea r 

(xi) SEQUET'JCE DESCRIPTION: SEQ ID NO : 73 2: 

Arg He Leu Leu Val L^^'S Tyr Ser Ala Asn Glu Glu Asn Lys T^.tt Asp 
^ ^ 10 15 

T^-r Leu Pro Thr Thr Val Asn Val Cys Ser Glu Leu Val Lys Leu Val 

25 30 

Phe Cys Val Leu Val Ser Phe Cys Val He Lys Lys Asp His Gin Ser 
3 5 40 4 5 

Arg Asn Leu Lys 'Tyr Ala Ser Trp Lys Glu Phe Ser Asp Phe Met Lys 

50 55 50 

Trp Ser He Pro Ala Phe Leu Tyr Phe Leu Asp Asn Leu He Val Phe 

70 75 80 

TyTT Val Leu Ser Tyr Leu Gin Pro Ala Met Ala Val He Phe Ser Asn 
85 90 95 

Phe Ser He He Thr Thr Ala Leu Leu Phe Arg He Val Leu Lys Xaa 
100 105 110 

Arg Leu Asn Trp He Gin Trp Ala Ser Leu Leu Thr Leu Phe Leu Ser 
115 120 125 

50 He Val Ala Leu Thr Ala Gly Thr Lys Thr Leu Gin His Asn Leu Ala 
130 135 140 



20 



25 



30 



35 



40 



45 



55 



60 



Gly Arg Gly Phe His His Asp Ala Phe Phe Ser Pro Ser Asn Ser Cys 

150 155 160 

Leu Leu Phe Arg Asn Glu Cys Pro Arg Lys Asp Asn Cys Thx Ala Lys 

165 170 175 

Glu Trp Thr Phe Pro Glu Ala Lys Trp Asn Thr Thr Ala Arg Val Phe 

180 1R5 190 



ID AI684707 Standard; RNA; EST; 375 BP. 
XX 

AC AI684707; ^ ^^^^^ 

XX XP-002 174857 

SV AI684707.1 
XX 

DT 28-MAY-1999 (Rel . 59, Created) 

DT 09-MAR-2000 {Rel. 63, Last updated, Version 3) 
XX 

DE waSSblO.xl Soares_NFL_T_GBC_Sl Homo sapiens cDNA clone IMAGE : 2302939 3' 
DE mRNA sequence . ' ' 

XX 

KW EST. 
XX 

OS Homo sapiens (human)* 

OC Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; Mammalia 

OC Eutheria; Primates; Catarrhini; Hominidae; Homo 

XX 

RN [1] 

RP 1-375 

RA NCI-CGAP; 

RT "National Cancer Institute, Cancer Genome Anatomy Project (CGAP) , Tumor 
RT Gene Index http://www.ncbi.nlm.nih.gov/ncicgap"; 
RL Unpublished. 
XX 

DR RZPD; IMAGp998 I 2 0 5706 ; IMAGp998I2 05706 
XX 

CC Contact. Robert Ctraucberg, Ph.D. 

CC Tel: (301) 496-1550 

CC Email : Robert_Strausberg@nih.gov 

CC This clone is available royalty- free through LLNL ; contact the 
CC IMAGE Consortium (info@image.llnl.gov) for further information 
CC Insert Length: 453 Std Error: 0.00 
CC Seq primer: -40UP from Gibco. 
XX 

FH Key Location/Qualifiers 
FH 

FT source l . .3 75 

FT /db_xref ="taxon: 9606" 

FT /db_xref = "ESTLIB : 1042 " 

FT /db_xref:= "RZPD: IMAGp998 12 05706'' 

" /note="Organ: pooled; Vector: pT7T3D-Pac (Pharmacia) with a 

FT modified polylinker; Site_l: Not I; Site_2 : Eco RI ; Equal 

amounts of plasmid DNA from three normalized libraries 
(fetal lung NbHL19W, testis NHT, and B-cell NCI_CGAP_GCB1 ) 
were mixed, and ss circles were made in vitro. Following 
HAP purification, this DNA was used as tracer in a 
^'^ subtractive hybridization reaction. The driver was 

?T PCR-amplif ied cDNAs from pools of 5,000 clones made from 

the same 3 libraries. The pools consisted of I.M.A G E 
clones 297480-302087, 682632-687239, 726408-728711, and 
729096-731399. Subtraction by Bento Soares and M. Fatima 
FT Bona 1 do. 

FT /organism- "Homo sapiens" 

FT /clone=" IMAGE : 23 02 93 9 " 

FT /clone_lib= "Soares_NFL_T_GBC_ SI " 

FT /lab__host= "DHIOB" 

XX 

SQ Sequence 375 BP; 82 A; 93 C; 124 G; 76 T; 0 other; 

tttctcagga acaagtttat tgcagggaac acactaacct ctttcataat agccaaaggc 60 
ataaaaacta caaaaatatc tggctctcga gtgtgggcag ctcagtgtgg gacctggtct 120 
gagtcatgac ttgggctgcc ctgcaggcca gaggcccggg agctttccgg ccactcccca 180 
gagaggtccg tggcgctgag ggggtgagga agtgccttgg ctgcttccac agcgtgaagg 240 
ccaaggctga ggtggagctg ggctggagtg gttccagaga aggcttcatc gaggcccttc 300 
aaggctgatg gcagagccag ggtagggaga cgcctggatg tggctgccct ggctcaactg 360 
qctcctqqar caaqq 



